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DNA Pol | HTH Ribonucleotde ~ HNH HTH HNH NrdH DNA primases

reductase
Metallo- Endo VII
phosphoesterase

attL

1601 (2) 207 (2 1761 (2) 2069 (2)
23

1683 (2
1352 @)
1565 (2)
1838 (1
1441 (2)
1767 (2

2305 (2)
1468 (2)

1562 (2) 2166(2) 2051 (2) 1394 (2) 2242(2) 1392(2) 1716(2) 1644(1) 1315(2) 2457 (2) 2348 (2) 1604 (2) 1396 (2) 1722 (3) 1274 (14)
DnaB Cas4- Immunity Terminase, Minor
like Repressor small subunit Tail Proteins
874 (13) 1469 (2)
2211 (2) 1502 (2)

.H||||||||Hl|||||||||||| ””|HHU”|””mimm!ﬂﬂmmms

17(9) 1499 (2) 2425 (2) 2493 (2) 2132 (2) = [ 1952 (2)
7 © 49 51 2
5] @

1645 (2)
1800 (1)

1717 (2]

2241 (2) 1688 (2 2453 (2) 2098 (2) 1563 (2) 1437 ) 1762 (2) 1684 (2) 1353 (1) 2012(1 ) 2385 (1) 1839 (1) 1919 (2)
Minor Tail Proteins tRNAs Lysin A Lysin B HNH Terminase, Portal Protease & Major
i MuF Minor i
large subunit Capsid . Scaffolding Capsid
1438 (2) 1763 (2)

251 (20) 1564 (4)

1537 (2) 2454 (2)
- - [ » ] N [ » ] [ ]
2428 (2) 1266 (19) 1605 (3) 1718 (2) 1646 (2)

* |W||. | » | | 73 | F m
| T 29 ] |30 T |31 T 32 |33 T |34 | |35 T |36 | |37 T |38 T 39 70 41
R R RN RN R RN R R R N N RN N RN R RN RN AR RN NN N RN R

2070 (8)

Head-to-Tail  Major Tape Measure Minor Tail Proteins : Serine
Tail o Integrase
Stopper  Tail Assembly
Adaptor ~ Terminator ~ Chaperones
1685 (2) 1354 (2) 2013 (2) 2386 (2) 1689 (2) 1920 (2) 1202 (20) 2325 (8)

. * B o1 | attR
||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||5|1|||l|||||5|2|||l|||||5|3|||||||||5|4||||||||
94

Figure S23. Genome organization of prophiGD24-3, Cluster MabJ. See Figure S2 for details. o] e
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