
0 1 2 3 4 5 6 7 8 9 10 11 12 13 14

2

1520 (1)

11

1653 (12)
12

2440 (1)

13

2479 (1)
14

1363 (2)

15

2116 (7)
16

1766 (8)

17

15
86

(3
)

18

1078 (22)

19

2712 (12)
20

1459 (1)

3

20
92

(4
)

21

1544 (11)
22

1662 (4)

23

17
07

(1
)

24

1334 (1)

25

2297 (13)
26

1999 (1)

27

2036 (3)

28

2334 (1)

29

87
4

(1
3)

30

2404 (1)

4

1824 (2)

31

18
63

(1
)

32

1906 (10)

33

19
39

(1
)

5

24
14

(1
)

6

1787 (5)

7

18
64

(1
3)

8

1382 (5)

9

15
85

(7
)

10

1325 (2)

HTH

DNA
binding

PCD RecE RecT DNA methyl-
transferase

Replication
Initiator

RuvC Excise HNH Terminase
small

subunit
large subunit,

ATPase domain

15 16 17 18 19 20 21 22 23 24 25 26 27 28 29

34

1605 (3)

35

2279 (1)
36

2327 (1)

37

2191 (1)
38

2230 (1)

39

14
84

(1
)

40

1521 (1)

41

24
41

(1
)

42

2652 (9)

43

20
85

(1
)

44

1364 (7)

45

46

1587 (1)

47

1624 (7)

Terminase,
large subunit,

nuclease domain

Portal MuF-like
Minor 

Capsid

Major
Capsid

Scaffolding

Tail
Assembly

Chaperones

Major
Tail

Tape MeasureTail
Terminator

Head-to-Tail
Stopper

30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45

48

1904 (9)

49

1460 (9)
50

1746 (1)

51

16
63

(1
)

52

1708 (1)

53

2676 (1)
54

2325 (8)

55

2000 (1)
56

2411 (18)

57

23
35

(1
)

58

2371 (1)

59

49
6

(4
5)

60

1825 (1)

61

1907 (1)
62

1940 (2)

63

24
09

(1
0)

64

2280 (1)

65

2328 (1)

66

2406 (6)

68

22
31

(1
)

69

1485 (6)

70

15
22

(1
)

71

2420 (14)

72

2481 (15)

73

2086 (1)

Tyrosine
Integrase

IniA

Holin

Lysin BLysin AMinor Tail Proteins

prophiGD91-3 (MabO)

1

Immunity
Repressor

 Figure S30. Genome organization of prophiGD91-3, Cluster MabO.  See Figure S2 for details.
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