
0 1 2 3 4 5 6 7 8 9 10 11

1

1610 (1)

10

1402 (1)

11

1446 (1)

2
20

59
(1

) 3

2218 (1)

4

1403 (1)

5

23
57

(1
)

6

1477 (1)

7

21
06

(1
)

8

2140 (1)

9

15
72

(1
)

HTH Ftsk HTH HTH &
membrane protein

DNA Prim/PolABC
transporter

12 13 14 15 16 17 18 19 20 21 22 23 24

12

1731 (1)
13

1775 (1)

14

1652 (1)

15

16
93

(1
)

16

1322 (1)

17

87
4

(1
3)

18

1991 (1)

19

2022 (1)
20

2422 (3)

21

2392 (1)
22

1810 (1)

23

1850 (3)
24

2127 (3)

25

1557 (3)
26

1965 (1)

27

1385 (3)

Type I restriction modification
system methyltransferase

HNH Terminase
small

subunit large subunit

Portal MuF-like
Minor

Capsid

Scaffolding
Head

Decoration

Major
Capsid

Head-to-tail
Adaptor

25 26 27 28 29 30 31 32 33 34 35 36 37 38

28

2312 (1)

29

21
77

(1
)

30

1476 (1)

31

1507 (1)
32

1542 (2)

33

34

2464 (1)

35

519 (23)
36

999 (28)

37

2139 (1)
38

649 (23)

39

23
82

(1
0)

40

1447 (1)

Minor Tail ProteinsTape MeasureTail
Assembly

Chaperone

Major
Tail

Head-to-Tail
Stopper

Tail
Terminator

39 40 41 42 43 44 45 46 47 48 49 50 51
41

1732 (1)
42

1776 (1)

43

13
80

(1
8)

44

1694 (1)

45

2487 (2)
46

1361 (7)

47

19
92

(1
)

48

2023 (1)

49

2060 (1)

50

23
93

(1
)

51

1811 (1)

52

18
51

(1
)

53

1891 (1)

54

1
9

2
9

(1
)

55

1966 (1)

56

2268 (1)
57

2313 (1)

58

21
78

(1
)

59

2219 (1)

60

15
08

(6
)

61

1543 (1)

62

2431 (1)

63

2465 (1)
64

2075 (1)

Tyrosine
Integrase

Immunity
Repressor

HTH RusAHTH NrdH

HTH

DNA
methylase

HolinLysin AMinor Tail

prophiGD51-2 (MabP)

 Figure S31. Genome organization of prophiGD51-2, Cluster MabP.  See Figure S2 for details.
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