pGD22-1 (pSin)

RepA Relaxase TaukE Oxido- DNA
reductase binding
Membrane
358 (18) protein
4
314 (16) 803 (1)
1 9
0 | 1 | 2 | 3 | 4 | 5 I 6 I 7 ! 8 ! 9 !
e et P P P e et PR P P
H 6 8
431 (1 ]
(1) 3 5 689 (1) 7 600 (1)
645 (1) 643 (1) 459 (1)
Metallo- MFS MerR ATPase Recom- ParA ParB  Ribo-
peptidase transporter binase nuclease
HIl  ribbon
650 (1) 75 (1) 210 (37) 269 (14) 572 (5) HTH
10 14 16 20
686 (1) 341 (5) 57 (1) 656 (2) - 145 (14) 7.(7)
11 15 17
10 | 11 | 12 | 13 14 15 | 16 | 17 | 18 19
Lot P P e ettt P P P Pt
12
92 (1)

Figure S47. Genome organization of pGD22-1, singleton. See Fig S34 for details.



