
0 1 2 3 4 5 6 7 8 9 10 11 12 13 14

2

2520 (11)

11

23
74

(6
)

12

1378 (4)

13

2369 (9)
14

2041 (9)

15

23
40

(8
)

16

2375 (9)

17

23
80

(1
1)

18

2297 (13)

19

18
71

(3
)

20

1897 (8)

3

19
44

(3
)

21

22
52

(7
)

22

2298 (26)

23

22
29

(7
)

24

2201 (11)

25

17
09

(1
0)

26

1906 (10)

27

20
50

(9
)

28

2016 (13)

29

2384 (9)
4

1864 (13)

5
13

40
(4

)

6

2204 (18)

7

13
89

(4
)

8

2299 (7)

9

17
52

(8
)

10

1923 (9)

1

Immunity
Repressor

HTH &
membrane

protein

DNA Pol III HTH HTH HNH Terminase Portal

15 16 17 18 19 20 21 22 23 24 25 26 27

30

1798 (11)

31

2434 (9)
32

1918 (9)

33

15
58

(9
)

34

2260 (9)

35

19
57

(9
)

36

2263 (9)

37

23
04

(9
)

38

2206 (9)

39

2210 (9)
40

1305 (9)

41

2424 (9)
42

519 (23)

43

999 (28)
44

1330 (7)

45

24
56

(9
)

46

649 (23)

Protease &
MuF-like

Minor Capsid
Scaffolding

Major
Capsid

Head-to-Tail

Adaptor
Stopper

Tail
Terminator

Major
Tail

Tail Assembly 
Chaperone

Tape Measure Minor Tail Proteins

28 29 30 31 32 33 34 35 36 37 38 39 40
47

23
82

(1
0)

48

2584 (25)

49

21
82

(1
3)

50

441 (16)

51

41
6

(1
8)

52

496 (45)

53

20
02

(8
)

54

1686 (9)

55

2370 (23)
56

2433 (16)

57

1202 (20)

58

2406 (6)
59

1485 (6)

60

1799 (4)
61

2349 (9)

62

24
20

(1
4)

63

1633 (6)

Tyrosine
IntegraseHolin

Lysin BLysin AMinor TailMinor Tail Imm

RipA WXG

Polymorphic
Toxin

WXG

prophiGD08-2 (MabB)

Figure S7. Genome organization of  prophiGD08-2, Cluster MabB.  See Figure S2 for details.
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