Table S7. Primers used to construct phage mutants.

Primer name

Primer sequence

Use

D29 _T31726C_gBlock_fwd
D29 _T31726C_gBlock_rev
D29_C12242A gBlock_fwd
D29 _C12242A gBlock_rev
D29_A43657T_gBlock_fwd
D29_A43657T_gBlock_rev
Faith1l_38-40_gBlock_fwd
Faith1l_38-40_gBlock_rev

Fionnbharth_45_gBlock_fwd

Fionnbharth_45_gBlock_rev

Fionnbharth_47_gBlock_fwd

Fionnbharth_47_gBlock_rev
D29 _T31726C_check_fwd
D29 _T31726C_check_rev
D29 _C12442A check_fwd
D29 _C12442A_check_rev
D29_A43657T_check_fwd
D29_A43657T_check_rev
Faith1l_38-40_check_fwd

Fionnbharth_45_check_fwd

Fionnbharth_47_check_fwd
Fionnbharth_47_check_rev
D29 _T31726C_gBlock

D29_C12242A gBlock

GCGATCACTACCTGGATCCGATCGG
TCGACTTCTACTACATGACCGCCGAG
GACTACTTCGCCGAGGCCGAGA
CTTCGCGCCGTTCAGGATCGG
CTCTTCGATCTGGTCGACCGCGA
GCTCACAGCGAGGAGCGG
CCCTCCGACCAGCGCCGAT
CGAGCTTGCAAAAGCGCTGGGTG
CTGGCTCCAATCCTTTGCTCGTTG
CCGCAAGCGCCAATCATCTGGAC
ACCAGCGTGAGTGATTGCCCGC
TGCGGCGCAGCAGTTTTGCGATTG
CCTCGCGGTGTCGAGCTGACCG
AGTACCTCGTCCACATCTTCAGCGATG
CCCCGCCAACTACCTGGGAAAT
GCCCACAACGTCACAACGTCGTC
CGACGCGGTGCATCCGCT
GACTTCCAGCTCGGCGTGTACG
CACCAGTTACGAGGACTGTTCACTTGCTCA

GGCTGAAAGCGCGGTGAGGGACTTC

CTGTACCCGAGATTGAGGCGTTTTTGGGTA
TGCCGCAAGCGCCAATCATCTG

GCGATCACTACCTGGATCCGATCGGCCAtcagtggtagatc

ccceggacggtgegegagatggtggeggggttcacgecgtagttgtegg
cgagatccttctgcttcatgecaccecggtacgecteceggatgteecgg

acctcacgctcggtgagcttctggeggttcggecggttcgggecgaccgg
agccaagctgcectttgacgaacgcttcaccgaaggtccgectegeggtgt
cgagctgaccccgcagatcggegttctccgaccgeaggttctggttcaca
gccacctggeggttgaccgeagtgaccaaccgaccgttegeggeggtca
ggtcttegttcttctggatctectgegecagttcaaccttggegaccecga

ggtctcgggegagettggtgttegettctctcaggtgcttcttccgeatCA

GCGGCCTCCCTCTCGACGGAACCGCTCGGTCTCCTCGG

CGGTCATGTAGTAGAAGTCGA

gactacttcgccgaggcecgagaagacctcgategtccageagttegecc
agaaggtgccgatgggtaccacgggecagaagatcecgeactgggteg
gcgacgtgagtgcccagtggatcggtgagggtgacatgaagceccatcac
caagggcaacatgacttcgcagaccatcgegecccacaagatcgegac
gatcttcgtggegtctgeggagaccgtceegtgecaaccccgecaactacc
tgggaaacatgcgtaccaaggtggcgaccgecttcgegatggegttcga
cggcgeggcgatgcacggcaccgacageccgttcccgacctacateggt
cagaccaccaaggccatctcgattgctgacaccaccggtgecacgaccg
tgtacgaccaggtggccgtgaacggectgagectgetggtgaacgacgg
caagaagtggacccacacccttctggacgacatcaccgagecgatectg
aacggcgcgaag

to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
to amplify gBlock
Plaque check
Plaque check
Plaque check
Plaque check
Plaque check
Plaque check

Plaque check (use
with gBlock_rev)
Plaque check (use
with gBlock_rev)
Plaque check
Plaque check

BRED substrate

BRED substrate



D29 _A43657T_gBlock

Faith1l_38-40_gBlock

Fionnbharth_45_gBlock

Fionnbharth_47_gBlock

CTCTTCGATCTGGTCGACCGCGATGAAGAGGTCATCCC
CGTCGATCTTCGTCGGGAGCCCCATCAGGATCGCCAGG
ATCTTGTCTCGGAtcactgcttgaccacccccgegtcatggategge
cggccagcteggtgegeegectgeteegegtecategetegetggatetg
gttcatcagttgggtgcectcgaagcttcageagettcatggtgtgageac
ccttgaatccgacgceggtgeatecgetggaccgecgeegtctcatgegge
gcgtacggegacttcagettegggtegttgggatcccaatecttcttcatG
CCTTCTCCTCTTGGTGGCTGTCAAGTTCGATGACGATGT
TCACGCGACCCACTCCTTGCCGTTCCACCGCCGACCATC
TGGGTAGGCGATGATGACTTCCCGGTCGGGCCGCTCCT
CGCTGTGAGCGCGAGCGAACCGGAACGCCGCTTCTGG
CGTCGGGAACGGCCAGCGCGAGG

ccctecgaccagegecgatCCGGCTCTTAGTTGATACTTTCGT
TGATACCTCGCGCAAAAACCGCCTCTGACCTGCATGTTC
TTAACTGCATGTGCGGATTAAAAGCCCGTAGATGTACC
CCCCGCATACCTGGGTGTATGGTGTCAAACGTGCAGCT
AAGGCGGGTTAAGAGTCTACAGATGACTCAGTATGACT
CTGCCGTAGTTGATACCTGTAGTTGATACCTGGGCACC
GCGAGAGGGGCGAAACCTTGTCCGACTATCGGGACAA
GTGTCAACCCGGCTGACCAGCAAAGACAGTCTTACACG
GCTGTAATTCTGTCCGATTTGTCGGACAAAATCCTGTTC
AGATCGGACCGGGGTGTGTATGGTTCAAACCGTGACG
CCGACAACCTCCCAAACCTCAGCCCACACAATTCGCTG
GATTCCCGAAGCCGTGCAGAATCTCCTGCATAACAACG
ACATTCTGACTCGCACCGAGCTTGCAAAAGCGCTGGGT
G

CTGGCTCCAATCCTTTGCTCGTTGGGTGCAGGCCGGCA
CTGTACCCGAGATTGAGGCGTTTTTGGGTACATGTTTG
GGTACACCGCTACGAGCACGGTGCTTCTGACCTGCGGT
TTTACGGTGGATTGCACCGGAATCGGCTGATTAAAAGT
TCGTCGCCTCGGCGTGTCGACCAGGCATAACACCAGGT
CACGCTACCCCGTAGTGCTGTGTAGTGCTTGGTAGGAG
TACCGGCTTGGGTACACCTGTGCGGCTGCTGAGTTAGC
AGTCGGTGGCCGGTCGTCGCCGCGTTCGCGTCGGCGC
GGCTGCTTCGGCTGGTGGTGGATGGCGTTCCACAGCTT
CGTGAACGAGCGGGTTTTCTGCTGCCAGCTCCGCACCG
CCGAGATGACGAGCAGCACGGCGCTGATGCCGGTGAG
CGTCCAGATGATTGGCGCTTGCGG

accagcgtgagtgattgcccgegttcccagtagetgecccaacctaage
gcegtacccacagegecagtagggtgaatgtgacaaccgtggacacga
acgtagacagcatcatcggcgtagttccctaaccatctaaggaattgag
ccgcaacctttttcgggttgtcgaccgtatggggggctatgtgtgecgcetg
ctagcacaacatagtccagatttatggacaaagcaactcgattgacgtg
cagattctccagatcatcgggcaacacgctgtcaagatatcegtaatgat
gtccacaaacctggacacagtgttgtaccttcgtaggcatgecagecect
cagacctacgaactccgatggaatccggaagcaatcgcaaaactgetg
cgeegea

BRED substrate

BRED substrate

BRED substrate

BRED substrate




