Annotation for Mycobacteriophage Kinbote

[bookmark: _GoBack]We encountered no special problems with this annotation.  There were many judgment calls based on the available guidelines for annotation but no regions of particular concern.   Kinbote is only 5 base pairs different from Giles;  we chose to annotate based on the guidelines and not solely on previous calls so in some instances we did not annotate exactly as the Giles genome is annotated.   These were judgment calls not true problem areas. 
