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Your Institution: 
Your email: 

Additional emails: 
 (For correspondence) 

Please check each box indicating completion of each task� If you are not sure how to do something,
please see the Online Bioinformatics manual page "How to Pass Preliminary Review".  

1. Does the genome sequence in your final contain the same number of bases and is it the
same as the posted sequence on phagesdb.org?

2. Are all the genes “valid” when you click the “validate” button?
3. Have the genes been renumbered such that they go sequentially from 1 to the highest

number?
4. Have all old BLAST hits been cleared, and all gene features reBLASTed?
5. Are the locus tags the�6($B 3+$*(1$0(�?
6. +as the 'ocXPentatLon been recreated to match the information in the feature table?
7. +aYe t51$ ends been adMXsted ZLth Zeb�based $UaJoUn and�oU t51$scan 6("
8. +as the IUaPeshLIt Ln the taLO assePbO\ chaSeUone been annotated �ZheUe aSSOLcabOe"�

9. )RU WKe LWePs beORZ� Jenerate a genome profile� and UeYLeZ WKe IROORZLnJ.  For the

YourPhageName_CompleteNotes.dnam5 file:

a. +aYe any duplicate genes (or any with the same stop coordinate?) been UePRYed"
b. Does every gene have one and only one complete set of Notes
c. Do the functions in the Notes match the official function list?
d. $Ue aOO thUee OLnes oI IXnctLonaO eYLdence descULbed IoU (9(5< Jene"
e. Do the notes contain the initial Glimmer/GeneMark data from the autoannotation?

For the YourPhageName .dnam5 file:
a. +aYe any duplicate genes (or any with the same stop coordinate?) been UePRYed"
b. Is the Notes field empty for all the features with no known function �LncOXdLnJ hLdden

PaUNs?
c. Do the function naPes in the Notes match the official function list"
d. Is the function field EMPTY for all features?
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10. 'Ld \oX Xse 3(&$$1 to annotate \oXU ShaJe"
,I� so SOease descULbe hoZ Ln the te[t ILeOd  aIteU TXestLon 11.

11. 'escULbe an\ LssXes RU sSecLILc Jenes WKaW \RX ZeUe XnabOe WR saWLsIacWRULO\ UesROYe�
and ZaUUanW IXUWKeU LnsSecWLRn Ln WKe 4XaOLW\ &RnWURO UeYLeZ.

https://seaphagesbioinformatics.helpdocsonline.com/untitled-16


Tomathan Annotation Revised Version (June 1, 2018): 
 
head-to-tail connector complex protein 
Review Evidence phage SPP1 gp15 or gp16, phage HK97 gp6, or Bacillus protein yqgB 
 
Gene 16 --> 21 
13272 
13646 
head-to-tail connector complex protein 
 
Phagesdb BLAST 
Kerberos21 head-to-tail connector protein (e = 6e-65) 
 
HHPRED 
Yqbg; Putative Head-Tail Connector Protein Yqbg from Bacillus subtilis (e = 0.0000087) 
 
15 protein (Bacteriophage SPP1 complete; three alpha-helix bundle, VIRAL PROTEIN; 
NMR {Bacillus phage SPP1} (e = 0.00016) 
 
NCBI BLAST 
head-to-tail connector [Mycobacterium phage StarStuff] (e = 1.02595e-82) 
 
Conserved Domain Database 
pfam09355 Phage protein Gp19/Gp15/Gp42. (E = 5.09974e-34) 
 
 
Gene 17 --> 22 
13643 
13837 
NKF 
 
Phagesdb BLAST 
Kerberos22 head-to-tail connector protein (e = 3e-34) 
StarStuff22 head-to-tail connector (e = 3e-34) 
Pomar16 22 head-tail connector (e = 3e-34) 
 
 
Gene 18 --> 23 
13837 
14205 
head-to-tail connector complex protein 
 
HHPRED 
PORTAL PROTEIN, 15 PROTEIN, HEAD; VIRAL PROTEIN, VIRAL INFECTION, TAILED; 
7.2A {BACILLUS PHAGE SPP1} (e = 0.0052) 
 
NCBI BLAST 
putative head-tail connector [Mycobacterium phage C3 gp18] (e = 4.04533e-85) 
 



 
Gene 19 --> 24 
14205 
14540 
NKF 
 
Phagesdb BLAST 
Kerberos 24 head-to-tail connector protein (e = 1e-59) 
 
HHPRED HK97-gp10_like ; Bacteriophage HK97-gp10, putative tail-component (e = 9.1) 
 
NCBI BLAST 
head-to-tail connector [Mycobacterium phage StarStuff] (e = 8.18097e-74) 
 
 
Gene 20 --> 25 
14577 
14969 
head-to-tail connector complex protein 
 
Phagesdb BLAST 
Kerberos 25 head-to-tail connector protein (e = 7e-75) 
 
HHPRED 
PORTAL PROTEIN, 15 PROTEIN, HEAD; VIRAL PROTEIN, VIRAL INFECTION, TAILED; 
7.2A {BACILLUS PHAGE SPP1} (e = 4.8e-10) 
 
NCBI BLAST 
head-to-tail connector protein [Mycobacterium phage Kerberos] 
>gi|1102356613|gb|APC46143.1| head-to-tail connector [Mycobacterium phage StarStuff] 
(e = 5.76112e-97) 
 
 
Added Gene 62 DNA Pimase 
 
Changed Function Names to: 
 
Gene 51 ThyX-like thymidylate synthase 
 
Gene 60 NrdH-like glutaredoxin 
 
Gene 70 DNAB-like dsDNA helicase 
 
Gene 76 RecB-like Exonuclease, helicase 
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Note: Frameshift in the tail assembly chaperone.
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