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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 2/76
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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 3/76
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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 4/76
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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 5/76
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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 6/76
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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 7/76
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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 8/76
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terium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 9/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 10/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 11/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 12/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 13/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 14/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 15/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 16/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 17/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 18/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 19/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 20/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 21/76

Direct Sequence
A

Complementary Sequence
N

~

>

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

[

\ | |, | [ \ \ | L i \ | Lo |
. 40400 40800 41200 41600 42000
[ —

\ | |, | [ \ \ | L i \ | L
) 40400 40800 41200 41600 42000
i e )L [

\ | L L al \ \ |, | L | \ || LW
) 40400 40800 41200 41600 42000
N = — b —e = e ey —

\ | |, | [ \ \ | L i \ | L
) 40400 40800 41200 41600 42000
— Wy [—

\ | L L A \ \ |, | L | \ || L
) 40400 40800 41200 41600 42000
! — — [ — I i —

| |, | [ \ \ | L i \ | L
40400 40800 41200 41600 42000

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 22/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 23/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 24/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 25/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 26/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 27/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 28/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 29/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 30/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 31/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 32/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 33/76

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0

0.5

— 1 — 1
\ | | | | | || \ U | | || | | L] \ \ |
65600 66000 66400 66800 67200 67600
P— C
| | || \ [ | | || | | \ \ |
66000 66400 66800 67200 67600
\‘ ‘;_‘ |
\ l | 1] | | |, | \ [ | | |, | L | J \ \ L
65600 66000 66400 66800 67200 67600
A S o —
\ | [ G N || \ [ | | || | [ VN \ |
65600 66000 66400 66800 67200 67600
— it § b e
\ l | . | | |, | \ [ | | |, | L s W \ |
65600 66000 66400 66800 67200 67600
I = = bop o
\ | | | | | || \ | | | || | | \ \ |
65600 66000 66400 66800 67200 67600
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 34/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 35/76
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Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 36/76
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Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 37/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 38/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 39/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 40/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 41/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 42/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 43/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 44/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 45/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 46/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 47/76
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 48/76
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1.0
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0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

[ — | —

99200

T

4 L 1
| | | | | [ \ \ |
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i e TR I iho 1
| | | | [ | |
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— by bt E— b
A | | |, | L | \ \ |, |
) 97600 98000 98400
B i —— LT = —~ —
| | | | [ \ \ |
) 97600 98000 98400
I b
A | | |, | L | \ \ |, |
) 97600 98000 98400
B = ] — I
| | | | | [ \ \ |
97600 98000 98400

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 49/76
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051 ‘ ‘ ik e TR heo e e I -

0.0 I N \ \ L1 | | | \ \ | | | .| | . | L
99600 100000 100400 100800 10120

0.5 —h e = Ll R o [
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A

I O O O N O E O O PO N B A R A B
28 ) 99600 100000 100400 100800 10120

0.5f (!

> 28 ) 99600 100000 100400 100800 10120

05 = Ve o N I P — [ i

I O O I O O I N N R A B
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1.0p W
0.0 /\ A O S O A I A S [ I AU S A VI N AU B
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N
o
ol

0.5

| 1 | | \ \ L1 | | | \ \ | | | .| | . | L
0.0
- 99600 100000 100400 100800 10120

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 50/76

Complementary Sequence
N

Direct Sequence
A

10r

0.5

0

il

0.0
107

0.5p

101600

102000

102800 103200

0.0
101

101600

0.5

L1

102400 10280 103200

>’OD

107

101600

102000

102400 102800 103200

o — — r

|

—

0.0
1.0

101600

102000

0.5

102400 10280 103200

I e

L 1 /\\

\!—‘\!_u;

0.0 |
101

0.5 —

101600

102000

102400 102800 103200

A

Jp — — b —

101600

102000

102400 102800 103200

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 51/76

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

0.0

0.5y

Moo B I o v
\ L[ [ \ \ L | [ \ \ [ | [y | .
103600 104000 104400 104800 105200 105600
B 1 — V ! L I
i [ \ \ L | | \ \ [ J [ | .
103600 104000 104400 104800 105200 105600
— I BN [ [ B Lo i
\ L1 | ] \ \ | | | ] \ \ || l | . |
103600 104000 104400 104800 105200 105600
i \}\\

L[ [ \ \ L | | /] \ \ [ J [ | .
103600 104000 104400 104800 105200 105600
— 1 [ I e A [ b [ E— ¢

\ L1 | ] \ \ | | | ] \ \ || l | . |
103600 104000 104400 104800 105200 105600
= — — b L L i |

\ L[ [ \ \ L | [ \ \ [ | [ | .
103600 104000 104400 104800 105200 105600

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 52/76

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

) 106000 106400 106800 107200 107600
r i — I .
| \ [ | [, | [ \ | L | \
) 106000 106400 106800 10720 107600
\/ ——1 [
|, \ | | | L] L | \ |, | L \
) 106000 106400 106800 107200 107600
B o — R e N o o I
| \ [ | [, | [ \ | L | \
) 106000 106400 106800 10720 107600
NN I\ . /\ ﬂ Loty m L I
|, | \ LA | LN L | \ |, | L] \
) 106000 106400 106800 107200 107600
L - .
| \ [ | | [, | [ \ /\(\ \ L BNAY \
106000 106400 106800 107200 107600

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 53/76

Direct Sequence
A

Complementary Sequence
N
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0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

1 ' ' b

108000 108400 108800 109200 109600
‘ = S L i — — 5 N —
\ | . Lo JL [ \ \ L | [ \ \ [ J \
) 108000 108400 108800 109200 109600
B H— = 4 —
\ || L1 | ] \ \ I | | \ \ || l \
) 108000 108400 108800 109200 109600
1 | T e e e e [
\ | L[ [ \ \ L | [ \ \ [ J \
) 108000 108400 108800 109200 109600
i — i o I T e il
\ || L1 | ] \ \ I | | \ \ || l \
) 108000 108400 108800 109200 109600
Py I T Cooe —
\ | L[ [ \ \ L I [ \ \ [ | \
108000 108400 108800 109200 109600

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 54/76
4

1.0

0'5 L Y L A (W] \—H L‘ — I [E—

[N S O I S S N N (NTE NN NV AN ANFUN N
110000 110400 110800 111200 111600

0.0
107

0.5, [ | [ — L [ L n L b H\‘
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A

[ O T I O AU WO Y I G RO B 1 [ )
2'87 110000 110400 110800 111200 111600

o5r——— ' T ' ' ' ! e

\ P O W s A PO N

> 28 ~ 110000 110400 110800 111200 111600

05 mera (I T T —

\ \ \ | \ | | \ \ L | /\‘\ \ \ (I W

110000 110400 110800 111200 11160

0.0
101

o5 + —tt———t S ! L o [ i I o

0o4 I I S A N /\\ I N S N N B I S N

10+ 110000 110400 110800 111200 111600

Complementary Sequence
N

0.5¢ ‘ ‘ My — e e ‘ ‘ ‘ by

. A ey b
110000 110400 110800 111200 111600

Nucleotide Position

0.0



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 55/76

Direct Sequence
A

Complementary Sequence
N

~

Nucleotide Position

1.0

05 — o NI e U V -

0.0 \ \ \ [ L, \ i [ \ \ L ‘\ [ \ [ L ‘

118.2000 112400 112800 113200 113600 114000

05 = S S e e

00 \ \ \ [ L, \ J [ \ \ [ | [ \ P

116.2000 112400 112800 113200 113600 114000

0.5 R, —

0.0 \ \ | ] L | \ \ [ I [ \ [ ‘
> 116[%000 112400 112800 113200 113600 114000

0.5 b i - R o

\ \ \ [ L, \ J [ \ \ [ | [ \ [ ‘

112000 112400 112800 113200 113600 114000

05 I ooy P Aoty e

00 \ \ \ || L [ \ \ [ I [ \ [ ‘

11&2000 112400 112800 113200 113600 114000

05— o noo I N —

00 \ \ \ [ L, \ i [ \ \ L ‘\ [ \ [ J\
~ 112000 112400 112800 113200 113600 114000



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 56/76

10r

0.5 9

[ S S SR I ' e S A AN AU N
11440 114800 115200 115600 116000

0.0

05 L L I I [ L [ P 1l L ([

Direct Sequence
A

[ S S S I e S A A AU
11440 114800 115200 115600 11600

0.0

0.5 : — L— — il |

> 28 ) 11440 114800 115200 115600 116000

0.5~

S S S I S NG S A AN AU
11440 114800 115200 115600 11600

0.0
101

05— I I [ e I — I

\ | [ | [ | \ I [ | [ | S \ \ [ | !
0.0
10+ 11440 114800 115200 115600 116000

Complementary Sequence
N

0_5 ‘H\“ ' o V—‘ V—‘H_‘J U—h VJ_‘M—L‘ ’_U‘ [ ‘Hh ‘\H‘ _ ; L ; = ‘\ V_‘ \‘\

S S S SR I N e S A A AU NN
11440 114800 115200 115600 116000

Nucleotide Position




orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 57/76

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

101

— — I
| \ \ || L1 | | \ \ L | | | \ \ L
116400 116800 117200 117600 118000
| [ [ L1 I
| \ \ | | L1 | | \ \ | | | /] \ \ L
) 116400 116800 117200 117600 118000
ro I [ B — b 1 —
| \ \ || L1 | ] \ \ ¥ | A \ \ L
) 116400 116800 117200 117600 118000
| \ \ | | L1 | | \ \ | | | | \ \ L
) 116400 116800 117200 117600 118000
B 1 I I Il — [
| \ \ || L1 | ] \ \ AN [ \ \ L
116400 116800 117200 117600 118000
‘ oty L o el = I S bt |
| \ \ || L1 | | \ L | | | \ \ L
116400 116800 117200 117600 118000

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 58/76

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0

[0

| ﬂ /\v/»

118400 118800 119200 119600 120000 120400
‘ = h Y

\ J [ | A \ [ | [, | [ \ \ L
118400 118800 119200 119600 120000 12040
B e = - = T

\ l | . | | |, | \ [ L1, | |, | L | \ \ |
118400 118800 119200 119600 120000 120400

I Il r — I [ N o

\ J [ | | \ [ | [, | [ \ \ L
118400 118800 119200 119600 120000 12040
B o I i— Y —

\ l | . | | |, | \ [ | | |, | L | \ \ |
118400 118800 119200 119600 120000 120400
p———— e L LT H

\ | [ | | \ | | | [, /\ [ \ \ L
118400 118800 119200 119600 120000 120400

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 59/76

Complementary Sequence
N

Direct Sequence
A

10

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.5

\/ V

) 120800 121200 121600 122000 122400
I I I P! = = 5 =
\ L | \ \ | L[ [ \ \ L | [
) 120800 121200 121600 122000 122400
— B [ — I
\ | [ \ \ || [0 | ] \ \ L1 | | \
) 120800 121200 121600 122000 122400
B [ — o — g b ' [ T e o
\ L | \ \ | L[ [ \ \ L | [ \
) 120800 121200 121600 122000 122400
f P \ﬁ ey —
/\ML [ \//\k || | | ] \ \ L1 | | \
) 120800 121200 121600 122000 122400
- — o r
\ L | \ \ | L[ [ [, | L I [ \
120800 121200 121600 122000 122400

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 60/76

Direct Sequence
A

Complementary Sequence
N
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0.5

0.0
1.0
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0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0
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0.0
1.0
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r I B I | | —
\ L | [ \
122800 123200 123600 124000 124400
L1 /\ mﬂ /—\ /—V L1 L [
T
\ N J [ C lJ | \ | [ | | | \ \ \
) 122800 123200 123600 124000 124400
B o 5! ! — = a1
\ || l | | .| |, | \ | | | |, | L | \
) 122800 123200 123600 124000 124400
B —> — /\ i — - ' o
\ [ J [ 1 \ \ | | | [ \
) 122800 123200 123600 124000 124400
P —— I [ [ e N o [ P =y
\ || l | | .| |, | \ | | | |, | L | \
) 122800 123200 123600 124000 124400
P [ e P Y = dp—t Lo
\ [ N | [, \ [ | | | | [ \
122800 123200 123600 124000 124400

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 61/76

10
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0.0
1.0
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A
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1.0
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. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
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N
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101

0.5}
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- L P T R . 1 L ﬂ
\ | L [ \ \ | . L ‘\ [ \ \ L | \
12480 125200 125600 126000 126400
B 5 e — [l
\ |, | | | \ \ || L | | | \ \ I \
124800 125200 125600 126000 126400
oo e TR “A
\ | L [ \ \ | L ‘\ [ \ \ L | \
12480 125200 125600 126000 126400
b ooet— P e I e [l I I I [ oo
\ |, | | | \ \ || L | | | \ \ I \
124800 125200 125600 126000 126400
[ y pal Ll b b Do e
\ | L [ \ \ | L ‘\ [ \ \ L I \
124800 125200 125600 126000 126400

Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 62/76

~

Nucleotide Position
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)
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P
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S
Q
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 63/76
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Complementary Sequence
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— 5 1177
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P I 4 B
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,x—t—‘ \—LA_‘L“ \_‘ H‘\

\ \ \ |, | L1 \ \ | . L1 | ] \ |
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| - TN VRN VPR I L
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B i— - — — e
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TqAr—j\ —— - [ N — — | |
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Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 64/76
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1.0

0.5

. 0.0
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Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 65/76
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Complementary Sequence
N
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| \ \ N L [ \ \ || L1 | \ \ L
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Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 66/76
4

101
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Nucleotide Position




orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 67/76
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Nucleotide Position




orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 68/76

Complementary Sequence
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Nucleotide Position



orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 69/76
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Nucleotide Position
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 70/76

Complementary Sequence
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Direct Sequence
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orium phage DrPhinkDaddy complete sequence, 156574 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 72/76
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