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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 2/37
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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 3/37
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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 4/37
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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 5/37
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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 6/37
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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 7/37
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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 8/37
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emort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 9/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 10/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 11/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 12/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 13/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 14/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 15/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 16/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 17/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 18/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 19/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 20/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 21/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 22/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 23/37
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mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 24/37
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Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 25/37

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.5

0.0
1.0

0.5

0.0

0.5

0.0
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1 — 45
\ i L | || | | \ \ || L | \ \ \
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B I " ——
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r——" [ I I [ Ho /\ L L g
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‘\ H\H_IHH\ I |
A \ A | | || | | \ \ |, | L A \ \
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B | W o L 7
\ i | | || | | \ \ || L | \ \ \
48800 49200 49600 50000 50400

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 26/37

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5
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r I [ N A — — 1 [ —
\ L1 | | \ \ L 1] | | | \ \ [, | | | | |
50800 51200 51600 52000 52400 52800
3 — —
\ L \ | | | 1| \ \ || | I |
50800 51600 52000 52400 52800
L L q b — o
\ L1 | ] \ \ | | | ] \ \ || l | . |
50800 51200 51600 52000 52400 52800
1 L1 AT I 0o . T ETE Ll N
\ L1 | /\ \ \ | | | | \ \ || | | | |
50800 51200 51600 52000 52400 52800
I e P § R
\ la | | ] \ \ | | | ] \ \ || l | . |
50800 51200 51600 52000 52400 52800
oo — I L Ly == = e IR
\ L1 | | \ \ L ) N \ \ [, | | | | |
50800 51200 51600 52000 52400 52800

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 27/37

10r

0.5 11— — = i h Lo

0.0

051 ‘ 1" ' i — I
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A

0.0

0'5, Ll Il L L P L 1 [

> 28 ) 53200 53600 54000 54400 54800

054’_1’_‘_1‘ L PP \‘ Ll H\‘ I ; [ | e . . 'y . . 0 ‘\ | n . . (| | 0 ”J_L
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101

oo——~L | | TN I N \A A I N VT IS EEPUR A M R B

10 53200 53600 54000 54400 54800

Complementary Sequence
N
o
ol
L

05 I T N I [ o — o o [ i~ I

53200 53600 54000 54400 54800

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 28/37

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
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r By I A Il I
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Lt [ e B — \/\UV
\ | | L1 | | \ \ | I | ~ | \ \ I | \
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B ) — —— . — Ll i
\ | | L1 | | \ \ | I | | || | | A/\L/\
) 55200 55600 56000 56400 56800
S — " —
\ || 1A AN \ \ I | | \ \ || l \
55200 55600 56000 56400 56800
I o [ — N = I | —
\ || L1 | | \ \ L I | | \ \ [, | | \
55200 55600 56000 56400 56800

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 29/37

NS

Direct Sequence
A

Complementary Sequence
N

1.0

0.5

0.0
1.0

0.5

1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

101

0.5

0.0

| ol L
\ | [, \ [ | | | | [ \ \ |, L
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\/\ m\rﬂ . . . L, L
\ \ \ L. \ [ | /&’/UU \ \ | L
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— — Bl —
\ | | L, \ A | |, | L | \ \ |, | |
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bopy e ) [ o

A | L. \ [ | | | [ \ \ | L
~ 57200 57600 58000 58400 58800
F——— [ — — r [ I Sana ] =
\ | | L, \ N | | |, | L | \ \ |, | |

57200 57600 58000 58400 58800

I L T Lo b Vb . r—
\ | L, \ [ | | | | \ A\ \A | L

57200 57600 58000 58400 58800

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 30/37
10— m m
0.5 ' U ‘ /\

0,
1 %9200 59600 60000 60400 60800 61200

-~

05 ‘ ey | — — o

Direct Sequence
A

OQQ?OO 59600 60000 60400 60800 61200

1.0

0'51_‘_‘ 0 L L - 1 1 L [ [ L L [

0.
> 1 %9200 59600 60000 60400 60800 61200

0.5, | T Y ‘\ Lol | \’_1 Lo 1 ‘\\\‘H 1L PR I

OQQZOO 59600 60000 60400 60800 61200

1.0

05F o el e B o

ool— 4 000 0P b b ]

Complementary Sequence
N

1%9200 59600 60000 60400 60800 61200
0.5 : — L . TR T
0 \ \ [ L, \ i [ \ L ‘\ [ \ \ [

~ ":99200 59600 60000 60400 60800 61200

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 31/37

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0
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0.0
1.0
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1 1 =
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o S \/ =4 = 1 he—
\ | . | | |, | \ | | | || | | \ \ | ‘
) 61600 62000 62400 62800 63200
by T i — P e
| [ | | \ [ l | L [ \ \ | L
) 61600 62000 62400 62800 63200
Fo—— T \‘ S e [ — — B
\ | . | | |, | \ | | | || | | \ | Axa Ll L
) 61600 62000 62400 62800 63200
- o ! . [
| [ | A | \ [ | | L | [ AAA | L
61600 62000 62400 62800 63200

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 32/37

Complementary Sequence
N

Direct Sequence
A

~

1.0

0.5 N - I U L i,

0.0 | \ || L | | | \ \ L |
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05F ——t—— — gt e — b
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05} — o I I I Lo Lpd by oy

0.0 | \ | | L | | | \ \ | | | | \ \ L

1'0 ) 63600 64000 64400 64800 65200

0.5 fror N T b L) ey pl L !

0.0 [ \ | o~ L[ [ \ \ [ M [ \ \ L

1'0 ) 63600 64000 64400 64800 65200

05— : ﬂ o T

0.0 | \ || L | \ \ \ L | | | \ \ L
~ 63600 64000 64400 64800 65200

Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 33/37
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1.0
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Direct Sequence
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0.0
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. 0.0
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0.5
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1.0

Complementary Sequence
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— B — — | ot b
\ J a | | \ L AL |l | [ \ \ L
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I I = = i ‘ [ [ B B
\ l i | | \ \ \ [ | J | L L | \ \ |
65600 66000 66400 66800 67200 67600
B I Nl e N L S ot
\ J a | | \ [ M \ |, | [ \ \ L
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| SNET IV -, Ll | |
\ l i I I I \ [ | | L L | \ \ |
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N T b |t
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Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 34/37
4
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05 U i —— 4 L I e by B e Bl T B
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10 68000 68400 68800 69200 69600
()
o
c
(O]
= |
$< 0.5 P \] = 0 h s oy h moo b
©
o
A
0.0 L | \ [ L, \ J [ \ \ \ | [ \
1'0 ) 68000 68400 68800 69200 69600
05F =~ : e " — : : Lty Ly, i |
00 \ | |\ \ \ || L[ [ \ \ [ I [ \
> 1.0 B 68000 68400 68800 69200 69600
0.5 : - L I r —= = BE— b — —
0.0 \ L | L] \ [ L, \ J [ \ /\\k \ | [ \
o 1'0 ) 68000 68400 68800 69200 69600
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Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 35/37

Complementary Sequence
N

Direct Sequence
A
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Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 36/37

Direct Sequence
A

Complementary Sequence
N

10
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Nucleotide Position



mort complete sequence, 75240 bp including 9-base 3’ overhang (CGCTTGTCA), Cluster E, Order 4, Window 96, Step 12, 37/37

Direct Sequence

Complementary Sequence

~

Nucleotide Position
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05 ! o 5
0 \ \ | | \ [ AJ\ \ | \ [ | |, | [
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