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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 2/64
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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 3/64
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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 4/64
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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 5/64
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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 6/64
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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 7/64
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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 8/64
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je NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 9/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 10/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 11/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 13/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 14/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 15/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 16/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 17/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 18/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 19/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 20/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 21/64
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Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 22/64

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

0.0

101

Ea— y b Hi o /it ol i I

\ [ \ L I [ \ \ [ | [ | [, \

42400 42800 43200 43600 44000 44400

o5 oo ! - e T B T B I

\ [ \ L | [ \ \ [ J [ | [, \

42400 42800 43200 43600 44000 44400
‘ Bl L HL— 4 e =y S

\ | ] \ ¥ I | | \ \ || l | | | |, | |

42400 42800 43200 43600 44000 44400

= o P e T I ot —id o

\ [ \ L | [ \ \ [ J [ | [, \

42400 42800 43200 43600 44000 44400

S — P e o e e [ —

\ | ] \ \ I | | \ \ || l | | | |, | |
42400 42800 43200 43600 44000 44400

SR o il i f = o [ — I

\ [ \ L I [ \ \ [ | [ | [, \
42400 42800 43200 43600 44000 44400

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 23/64

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

) 44800 45200 45600 46000 46400
B ik By e poH 19! X hoy e Y e H ey
[ | | | [ \ \ | L [ \ \ | L
) 44800 45200 45600 46000 46400
B no o I o I e IR R N T B TR R AR
| | | |, | L | \ \ |, | | | \ \ || L
) 44800 45200 45600 46000 46400
i e —r = 0 i e AR — 0or N
[ | | | [ \ \ | L [ \ \ | L
) 44800 45200 45600 46000 46400
F— I TR — H i et — — —it o=t
| | | |, | L | \ \ |, | | | \ \ || L
) 44800 45200 45600 46000 46400
" e — I — Y
[ | | | | [ \ \ | L [ \ \ | L
44800 45200 45600 46000 46400

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 24/64

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

051

) 46800 47200 47600 48000 48400
by U by gy el e Ll e
| | | \ \ | I | | \ \ || | | | | | |
) 46800 47200 47600 48000 48400
I I oY I [T IR Tl " I I b s [T "
| | | \ \ I | ] \ \ || l | . | | L
) 46800 47200 47600 48000 48400
B — o o i PP I e o —
| | | \ \ | I | | \ \ || | | | | | |
) 46800 47200 47600 48000 48400
— — N P [ — f— - i i— P o oot
| | | \ \ I | ] \ \ || l | . | | L
) 46800 47200 47600 48000 48400
ro I 1 — — o —
| | | \ \ L I | | \ \ [, | | | | | | |
46800 47200 47600 48000 48400

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 25/64

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

0.0

101

T P —
\ \ [ | | L [ \ \ | L [ \ \ \
) 48800 49200 49600 50000 50400
by b i ! = —4 e M BT ) L = T
\ \ [ l | L [ \ \ | L [ \ \ \
) 48800 49200 49600 50000 50400
B — 9 ATl I [l e [ e e A e AN B NI
\ \ | | | || | | \ \ |, | L1 \ \ \
) 48800 49200 49600 50000 50400
P I T N R el o I ot D
\ \ [ l | L [ \ \ | L [ \ \ \
) 48800 49200 49600 50000 50400
Fooo— e = Ly oo Tt [ s or T
\ \ | | | || | | \ \ |, | L1 \ \ \
48800 49200 49600 50000 50400
o — P o = — b
\ \ [ | | L [ \ \ | L [ \ \ \
48800 49200 49600 50000 50400

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 26/64

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

L L N Y A N A L T — | — oL
\ L[ [ \ \ L | [ \ \ [ | [ | .
50800 51200 51600 52000 52400 52800
B ol I B B T R e R R BB TR o = I e B R
\ L[ [ \ \ L | [ \ \ [ J [ | .
50800 51200 51600 52000 52400 52800
o Il U = o ! —

\ L1 | ] \ \ | | N \ \ || l | . |
50800 51200 51600 52000 52400 52800
ror o / b = LIS o o — [ r

\ L[ [ \ \ L | [ \ \ [ J [ | .
50800 51200 51600 52000 52400 52800
Foar N e b o ey 4 o caifir— — e/

\ L1 | ] \ \ | | | ] \ \ || l | . |
50800 51200 51600 52000 52400 52800
S A Ra— = f— e —

\ L[ [ \ \ L | [ \ \ [ | [ | .
50800 51200 51600 52000 52400 52800

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 27/64

Direct Sequence
A

Complementary Sequence
N

~

Nucleotide Position

1.0
05— b ol W T /! i S 19 =
0.0 \ || \ | | | | || | | \ \ || L | \
1'0 ) 53200 53600 54000 54400 54800
0.5H L x non o o RNt I el [ T
0.0 \ || \ | | | | || | | \ \ || L | \
1'0 ) 53200 53600 54000 54400 54800
O.Sr‘ L | \‘ \_“\h : \_Hw\ : L L : | ;_‘\ | \‘u_‘\_‘ | Ll [
00 \ |, | \ | | | |, | L | \ \ |, | L \

> 1'0 ) 53200 53600 54000 54400 54800
05" o — — = )
0.0 \ || \ | | | | || | | \ \ || L | \
1'0 ) 53200 53600 54000 54400 54800
O5F 1 r — I — T [T e e— — [ p— T
0.0 \ |, | \ | | | |, | L | \ \ |, | L \
1'0 ) 53200 53600 54000 54400 54800
0.5} T b I—— I [ o et
0.0 \ || \ | | | | || | | \ \ || L | \

~ 53200 53600 54000 54400 54800



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 28/64

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

101

0.5

) 55200 55600 56000 56400 56800

ARRER I ! L o ‘\ s WA T /! I Ry
\ | L[ [ \ \ L | [ \ [ J \

) 55200 55600 56000 56400 56800

- 5 5 I = I o S S o i
\ || L1 | ] \ \ I | | \ || l \

) 55200 55600 56000 56400 56800

P r I o — T — [ N A et [ —
\ | L[ [ \ \ L | [ \ [ J \

) 55200 55600 56000 56400 56800
L [ = P ) 4y I i —
\ || L1 | ] \ \ I | | \ || l \
55200 55600 56000 56400 56800

ST — o e P [ r
\ | L[ [ \ \ L I [ \ [ | \
55200 55600 56000 56400 56800

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 29/64

Direct Sequence

Complementary Sequence

N

N

10

0.5

0.0
1.0

0.5

0.0
1.0

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

0.0

051

101

‘ L5 9 b = L e T T P e Rl — I
\ /\M \ [, \ [ | | | | [ \ \ | L \
~ 57200 57600 58000 58400 58800
H— ! I T [ N e AN [ T IR [l I
\ | [, \ [ | | | [ \ \ | L \
57200 57600 58000 58400 58800
S g — L ! L
\ | | |, | \ | | | |, A/\ L | \ \ |, | | \
~ 57200 57600 58000 58400 58800
Irr 7 [ — o At o L e ' Bl N
\ | [, \ [ | | | [ \ \ | L \
~ 57200 57600 58000 58400 58800
P ! Pl N
\ | | |, | \ | | | |, | L | \ \ |, | | \
57200 57600 58000 58400 58800
r—— I I I R e e B [ e et B R e
\ | [, \ [ | | | | [ \ \ | L \
57200 57600 58000 58400 58800

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 30/64

10r

05 bLy Bt by b e B b Py ey ey I e Ml

\ \ \ || L1 | | \ \ L1 | | | \ \ |
0,
1%9200 59600 60000 60400 60800 61200

05p L N N T A i e N T I S0 0 0 b e

Direct Sequence
A

- L1 | . | \ \ L1 | | | \ \ L
OQQ?OO 59600 60000 60400 60800 61200

1.0

0'5 L (| L Ll L L L L Il . LH

0. ‘
> 1 %9200 59600 60000 60400 60800 61200

05" H——— =~ o A S S : b e —p —H r

OQQ?OO 59600 60000 60400 60800 61200

1.0

o5 . L o ! It —

\ \ \ [ | L1 . | \ \ L1 | | \ \ [ |
0.0
59200 59600 60000 60400 60800 61200

1.0

Complementary Sequence
N

05— ir—— | RN S N BT [ ST e I R B — ¢ = '

\ \ \ || L1 | | \ \ L1 | | | \ \ |
0.
- 89200 59600 60000 60400 60800 61200

Nucleotide Position




> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 31/64

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

o S o o g i ey e —
| [ | | \ [ | | L [ \ \ | L
) 61600 62000 62400 62800 63200
B = o Nt ey, I Lty
| [ | | \ [ | . \/\\‘ \ L [ \ \ | L
) 61600 62000 62400 62800 63200
N = b Lohyy e ey T AR b U
\ | . | | |, | \ | | | || | | \ \ |, | L
) 61600 62000 62400 62800 63200
Fo — " [ T E—— o ol = =
| [ | | \ [ LA | L [ \ \ | L
) 61600 62000 62400 62800 63200
— — orte— 0 o e T e I
\ | . | | |, | \ | | | || | | \ \ |, | L
) 61600 62000 62400 62800 63200
e = = - — [ — Il — R
| [ | | \ [ | | L [ \ \ | L
61600 62000 62400 62800 63200

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 32/64

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

101

1 9 | 1 I b= 44 T P b b A 4
| \ \ || L1 | | \ \ L | | | \ \ L
) 63600 64000 64400 64800 65200
B b — — | R 5 IR -
| \ \ | | L1 | | \ \ | | | | \ \ L
) 63600 64000 64400 64800 65200
— 4 ‘\ T 1! ‘ 1 e B
| \ \ || L1 | ] \ \ | | | ] \ \ L
) 63600 64000 64400 64800 65200
For o — — — L b ‘ [ —
| \ \ | | L1 | | \ \ | | | | \ \ L
) 63600 64000 64400 64800 65200
B — ! i~ — i b s I I —— —
| \ \ || L1 | ] \ \ | | | ] \ \ L
63600 64000 64400 64800 65200
P o e e o A
| \ \ || L1 | | \ \ L | | | \ \ L
63600 64000 64400 64800 65200

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 33/64

10

0.5

0.0
1.0

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

0.0

0.5¢

e e T R TR R BTN [ | — el gy

\ | [ | | \ | | | [, | [ \ \ L
65600 66000 66400 66800 67200 67600

\\‘;_‘\ PR I | L L1 Ll \H\_‘ ‘\ L1 “H\ UL‘ L1 \\‘

\ J [ | | \ [ | [, | [ \ \ L
65600 66000 66400 66800 67200 67600
oot Lt L § hbe L I o Al I I il S

\ l | . | | |, | \ [ | | |, | L | \ \ |
65600 66000 66400 66800 67200 67600

Lo ol = - e — P [ e —

\ J [ | | \ [ | [, | [ \ \ L
65600 66000 66400 66800 67200 67600
— [ — N ¢ — — i A L,

\ l | . | | |, | \ [ | | |, | L | \ \ |
65600 66000 66400 66800 67200 67600
B I o Cr o e — 1 I by

\ | [ | | \ | | | [, | [ \ \ L
65600 66000 66400 66800 67200 67600

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 34/64

Complementary Sequence
N

Direct Sequence
A

~

Nucleotide Position

1.0
O5F= + o " U 1 — = Y N T R L T B
0.0 \ L | \ \ || L1 | | \ \ | I | | \
1'0 ) 68000 68400 68800 69200 69600
0.5 - = R TR [ N B AR [ T e TR I I R e
0.0 \ L | \ \ | | L1 | | \ \ | I | | \
1'0 ) 68000 68400 68800 69200 69600
05H ah =Yy Y=
00 \ | [ \ \ || Ll | ] \ \ L1 | | \
> 1'0 ) 68000 68400 68800 69200 69600
0.5 R — [ P b = I e B Cro e !
0.0 \ L | \ \ | | L1 | | \ \ | I | | \
1'0 ) 68000 68400 68800 69200 69600
05F [ = o 1 I T b —
0.0 \ | [ \ \ || L1 | ] \ \ \‘/\A I | | \
1'0 ) 68000 68400 68800 69200 69600
05F —/ — i oo o = i
0.0 \ L | \ \ || L1 | | \ \ | I | | \
~ 68000 68400 68800 69200 69600



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 35/64

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

il o5 IR e e ' ' ' ' TR T B ERN TN e N
\ [ | [ | [, \ [ | | | | [ \

) 70000 70400 70800 71200 71600
SRR ! L S e I b b B I I e N 9 -
\ [ J [ | | [, \ [ | | | [ \

) 70000 70400 70800 71200 71600
L ey e e e [ T — I
\ || l | | .| |, | \ | | | |, | L | \

) 70000 70400 70800 71200 71600
Fo r ol [ T e TR I — [ Lo
\ [ J [ | | [, \ [ | | | [ \

) 70000 70400 70800 71200 71600
r—— r ! oo I P — e
\ || l | | .| |, | \ | | | |, | L | \

) 70000 70400 70800 71200 71600
— — I T — I [ —
\ [ | [ | [, /\ [ | | | | [ \
70000 70400 70800 71200 71600

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 36/64
4

1.0
05F— 1+ = noh — e LT L e R T e BRI B o Rl ot -
0.0 \ || L | \ \ || L | | | | \ \ L I \
1'0 72000 72400 72800 73200 73600

()

o

c

(]

=

$< 0.5 e vy Bt Loy ey s ot [l

©

o

5
0.0 \ || L | \ \ | | L | | | | \ \ | I \
1'0 ~ 72000 72400 72800 73200 73600
O5m 1 &y o ey ! —l ' - e R
00 \ |, | | [ \ \ || L [ \ \ [ I \

> 1'0 ~ 72000 72400 72800 73200 73600

o5 —¢ —t . ¢ I I ! et u o
0.0 \ || L | \ \ | | L | | | | \ \ | I \

o 1'0 72000 72400 72800 73200 73600

% .

>

oy

)

n

>

S< 05 | E—— I o [ | o [ e— |

c

()

e

Q

o

S 0.0 \ |, | | [ \ \ || L [ \ \ [ I \

o 1'0 ~ 72000 72400 72800 73200 73600
051 [ el — = o I i T I e
0.0 \ || L | \ \ || L | | | | \ \ L I \

~ 72000 72400 72800 73200 73600

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 37/64

Complementary Sequence
N

Direct Sequence
A

~

Nucleotide Position

1.0
050 ubnn b H oy — 4 ——hh Y e LR Pt
0 \ \ \ [ | | | | | | || \ | | | | | | |
'87{1000 74400 74800 75200 75600 76000
05 e (I M o I [ A I B [ e TR NI 4 b L
0 \ \ \ [ | | | | | || \ | | | | | | |
184000 74400 74800 75200 75600 76000
0'5 L1 1l L1 ‘\
0 \ \ \ [ | | | | | \ [ | | |, | |
> 1'87{1000 74400 74800 75200 75600 76000
05 — o= T 4 o {0 r 0
0 \ \ \ [ | | | | | || \ | | | | | | |
1'07{1000 74400 74800 75200 75600 76000
05 r — — e L I I
0.0 \ \ \ [ | | | | | \ [ | | |, | |
1'074000 74400 74800 75200 75600 76000
05 [ R el I I R RN I —— [ — —
0 \ \ \ [ | | | | | | || \ | | | | | | |
~ 'g4000 74400 74800 75200 75600 76000



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 38/64

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

ro ‘ = =k o | Lty 1 T L T TR by

\ \ | L [ \ | | L[ [ \ \ L

) 76400 76800 77200 77600 78000

o ey ey ey e —— Y b h e

\ \ | L [ \ \ | L[ [ \ \ L

) 76400 76800 77200 77600 78000

B I I e BTE TR e e

\ \ |, | L1 \ \ || L1 | ] \ \ |

) 76400 76800 77200 77600 78000

H . — 0 IR e [ e I Al Lo W r

\ \ | L [ \ \ | L[ [ \ \ L

) 76400 76800 77200 77600 78000

M I = = —7 — i — —

\ \ |, | L1 \ \ || L1 | ] \ \ |

) 76400 76800 77200 77600 78000

oo T — I e e —) —

\ \ | L [ \ \ | L[ [ \ \ L
76400 76800 77200 77600 78000

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 39/64

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

101

Fooo ol N h 55— o S
\ [ \ \ [ | [ | | \ | | | [, |
) 78400 78800 79200 79600 80000
B o Ly e By [ I I —
\ [ \ \ [ J [ | | \ [ | [, |
) 78400 78800 79200 79600 80000
Fe o ey T I ! =i b ey ey
\ | | \ \ || l | . | | |, | \ [ | | |, | |
) 78400 78800 79200 79600 80000
— — I L — e de— —
\ [ \ \ [ J [ | | \ [ | | [, |
) 78400 78800 79200 79600 80000
[ T I = by i 0 nn o [ —
\ | | \ \ || l | . | | |, | \ [ | | |, | |
78400 78800 79200 79600 80000
B e vl — — I e N —
\ [ L, | [ | | /] | | \ | | | [, |
78400 78800 79200 79600 80000

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 40/64
4

1.0
05 1 11 [ [ N T B N I I IR e BT no ' ' H— |-
0.0 | \ \ || L | \ \ || L1 | | \ \ L
1'0 ~ 80400 80800 81200 81600 82000 82400

()

o

c

(]

>

(o

$< 0.5 ! S bt ! - 5 o ! He ! N B TR B

©

g

5
0.0 | \ \ || L | \ \ | | L1 | | \ \ L
1'0 ~ 80400 80800 81200 81600 82000 82400
osph “—t————>t | bt Iy q) b | ——h b Ny
00 | \ \ |, | L [ \ \ || L1 | ] \ \ L

> 1'0 80400 80800 81200 81600 82000 82400

o5p— — —'r o Ly h
0.0 M \ \ || L | \ \ | | L1 | | \ \ L

o 1'0 80400 80800 81200 81600 82000 82400

% .

=]

oy

)

n

P

S< 05r¢ ] I r o I — — T ) o o f—A——t— —

c

()

e

Q

o

5 | | | | | | | | |

o 0.0 L L L L L L L L J

o 10+ 80400 80800 81200 81600 82000 82400
05— o e el el e — 7y S
0.0 | \ \ || L | \ \ || L1 | | \ \ L

~ 80400 80800 81200 81600 82000 82400

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 41/64

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

ey e ey [ I | o TR I
\ I | \ \ [ | [ | . L, \ [ | | L

) 82800 83200 83600 84000 84400
Moo == a0 o T — — —4
\ | | \ \ [ J [ | . L. \ [ | L

) 82800 83200 83600 84000 84400
e oy — bt e —
| | \ \ || l | | L, \ | | | L

) 82800 83200 83600 84000 84400
1 — e 7 o — i —t— T —
\ | | \ \ [ J [ | . L. N | L

) 82800 83200 83600 84000 84400
b I i | — [ e N P
/\\ I | \ \ || l | | L, \ | | | L

) 82800 83200 83600 84000 84400
e / — o o b —
\ I | \ \ [ | [ | . L, \ [ | | L
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 42/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 43/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 44/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 45/64

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

FS o s o o e I TR e B 1 I — [N 0
\ \ \ L | [ \ \ [, | | | | | | || \ \
) 91200 91600 92000 92400 92800
o ! = ool I N i s s B B
\ \ \ | | [ \ \ || | | | | | || \ \
) 91200 91600 92000 92400 92800
,‘\ L L " wll b Ly ‘\_A_‘ L | H‘ \‘ | L1 H‘ Ll ‘H " L | : H
\ \ \ | | [ \ \ || l | . | | |, | \ \
) 91200 91600 92000 92400 92800
T Lo [t - -
\ \ \ | | [ \ \ || | | | | | || \ \
) 91200 91600 92000 92400 92800
'l TR e N I [T I — [ T B e B e — N
\ \ \ | | [ \ \ || l | . | | |, | \ \
) 91200 91600 92000 92400 92800
e e = I E— — [ /)
\ \ \ L | [ \ \ [, | | | | | | || \ \
91200 91600 92000 92400 92800

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 46/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 47/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 48/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 49/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 50/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 51/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 52/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 53/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 54/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 55/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 56/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 57/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 58/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 59/64

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

Foo B e S o A I g e =
\ L | \ \ | L[ [ \ L I [ \
) 120800 121200 121600 122000 122400
B P b4 o I o [ I
\ L | \ \ | L[ [ \ L | [ \
) 120800 121200 121600 122000 122400
B e T e B e = e
\ | [ \ \ || L1 | ] \ L1 | | \
) 120800 121200 121600 122000 122400
— — — I w " = op S i
\ L | \ \ | L ‘\A [ \ L | [ \
) 120800 121200 121600 122000 122400
S B (el e el I I I r V o
\ | [ \ \ || L1 | ] \ L \ \ \
) 120800 121200 121600 122000 122400
= e — e T o o — I r
\ L | \ \ | L[ [ \ L I [ \
120800 121200 121600 122000 122400

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 60/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 61/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 62/64
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> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 63/64

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

o Bl 5 B Y P ey by R o

\ \ \ | L [ \ \ | L[ [ \ L

) 129200 129600 130000 130400 130800

M I 5 e = =y B | T

\ \ \ | L [ \ \ | L[ [ \ L

) 12920 129600 130000 130400 130800

— 4 = ’\ ! = ! ! T qut—

\ \ \ |, | L1 \ \ || L1 | \ |

) 129200 129600 130000 130400 130800

P I i— e I i H— —

\ \ \ | L [ \ \ | L[ [ \ L

) 12920 129600 130000 130400 130800

J‘ L L : \\A L ’_;‘ \‘\ 1] o L

\ \ \ | i M L1 \ \ | 1] L1 | ] \ |

) 129200 129600 130000 130400 130800

o N " P " | |

\ \ \ | L [ \ \ | L[ [ \ L
129200 129600 130000 130400 130800

Nucleotide Position



> NootNoot complete sequence, 131086 bp including 10787 bp terminal repeat, Cluster BE1, Order 4, Window 96, Step 12, 64/64
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