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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 2/66
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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 3/66
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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 4/66
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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 5/66
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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 6/66
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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 7/66
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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 8/66
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rdonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 9/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 10/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 11/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 12/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 13/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 14/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 15/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 16/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 17/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 18/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 19/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 20/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 21/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 22/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 23/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 24/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 25/66
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lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 26/66
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o
L
T

05— u ‘ L pud e e Le i ﬁ‘ S | R al o S [—

0.0— L1 [ \ \ L1 | |\ | AN L1 | | | |
- 50800 51200 51600 52000 52400 52800

Nucleotide Position




lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 27/66

10

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

— T e
| | | | || | | \ \ || L | \
53600 54000 54400 54800
[ = [ —
\ || \ | | | | || | | \
) 53200 53600 54000
— 5 i
\ |, | \ | | | |, | L | \ \ |, | L \
) 53200 53600 54000 54400 54800
‘ b I N by oy ! ' =
\ || \ | | | | || | | \ \ \AJ L | \
) 53200 53600 54000 54400 54800
B L i
\ |, | \ | | | |, | L | \ \ |, | L \
) 53200 53600 54000 54400 54800
I — - | I L I o I et i
\ N /\ | | | | || | | \ \ || LA 1
53200 53600 54000 54400 54800

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 28/66

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

101

55200 55600 56000 56400 56800
L I
| L ‘\ [ \ L | | [ J \
) 55200 55600 56000 56400 56800
Fon E— " I [ B L o —
|| L | | ] \ I | || l \
) 55200 55600 56000 56400 56800
—
| L ‘\ [ \ L | | [ J \
) 55200 55600 56000 56400 56800
B [ — [T | I o IR o "
|| L | | ] \ I | || l \
55200 55600 56000 56400 56800
gy Ly b ey e e e
\ ‘AM L ‘\ [ \ L I | w | \
55200 55600 56000 56400 56800

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 29/66
4

1.0
05— o = I oy
OO‘ | | || \ | | | || || | \ \ \ \ || L \
1.0 57200 57600 58000 58400 58800
()
o
c
(O]
=
$< 0.5 - R L ﬂvw
©
o
5
00\ | | || \ | | | | || | | \ \ | || L \
1'0 57200 57600 58000 58400 58800
051 R — 5 9 [ E —L
00\ | | [, \ [ | | || | \ \ \ /\ | \
> 1.0 B 57200 57600 58000 58400 58800
05 : — = — I 4 — =
00\ | | || \ | | | | || | | \ \ /\‘ \ L \
o 1'0 ~ 57200 57600 58000 58400 58800
% .
>
O
)
n
>
9< 0.5f T T T T e e I e el e —
T
S
Q
o
% 00\ | | [, \ [ | | || | | \ \ |, | | \
o 1.0 ~ 57200 57600 58000 58400 58800
05— e e e i b
OO‘ | | || \ | | | | || | | \ \ || L \
\ .
57200 57600 58000 58400 58800

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 30/66

Complementary Sequence
N

Direct Sequence
A

10r

0.5

0,
1%9200

0.5["

— . — —

0.0 ‘
59200 59600
101

=

1y

61200

0.5

bbb 1

O.5i ; [

929200

1.0

0.5 N

0ol \ \
59200

1.0

0.5

60400

H—‘\ I !—‘!—‘\

60000 60400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 31/66

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

o —— I —
|| \ | | | | | | \ \ || L
) 62000 62400 62800 63200
— —
| | | | . || \ | | \ \ | | | \ \ || L
) 61600 62000 62400 62800 63200
- “\_‘M [ — ‘\ \“ Ll
\ | . | J |, | \ | | | |, | | \ \ |, | L
) 61600 62000 62400 62800 63200
B [l — i i b o
| | | | . || \ | | | | | | | \ \ || L
) 61600 62000 62400 62800 63200
o ! § I Do [
\ | . | LAl \ | | | |, | N \ VAN L
) 61600 62000 62400 62800 63200
I I [ I = i - L
| | | | . || \ | | | | | | | \ \ || L
61600 62000 62400 62800 63200

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 32/66

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

101

Nucleotide Position

il b " e Il
| \ \ | L i [ \ \ L | [ L
) 63600 64000 64400 64800 65200
I \L
| \ \ | L i N \ \ L | A ‘
) 63600 64000 64400 64800 65200
Fo L e = on B R R o N
| \ \ || L ‘\ \ \ | | | ] L
) 63600 64000 64400 64800 65200
| . L [ Y | — I
| \ \ L[ L i [ AL/\ \ L | AN ﬂh \ L
) 63600 64000 64400 64800 65200
o — [
| \ N || L A | ] \ \ | | | ] L
63600 64000 64400 64800 65200
b o [ — o R e el ma N
| \ \ | L i [ \ \ L | [ \ \ /\
63600 64000 64400 64800 65200



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 33/66

10

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

0.0

0.5~

| N I I RS S |

\ |- | | \ | | | [, | [ \ \ L
65600 66000 66400 66800 67200 67600
0 = [ I I 1 —h

\ J [ | | \ [ | [, | [ \ \ L
65600 66000 66400 66800 67200 67600
| ‘ L1 i 1l -

\ l | . | | |, \ [ o, | |, | L | \ \ |
65600 66000 66400 66800 67200 67600
B I — — I e e P =

\ J [ | | \ [ | [, | [ \ \ L
65600 66000 66400 66800 67200 67600
B I — Lo o I b -

\ l | . | | |, \ [ | | [N | \ \ |
65600 66000 66400 66800 67200 67600
B [N I

\ | [ | L \ | | | [, | [ \ N\A

65600 66000 66400 66800 67200 67600

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 34/66

Direct Sequence
A

Complementary Sequence
N

10

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

05—

V et A
\ L | \ \ \ \ L[ [ L. I | \
) 68000 68400 68800 69200 69600
i — I !
\ L | \ \ \ \ L \
) 68000 68400 68800 69200 69600
- \_‘ m m 'l o
\ | [ \ \ | )] L1 | ] ¥ \ | | \
) 68000 68400 68800 69200 69600
n o Mo - | L [ — —
\ L | \ \ \ \ L[ [ L. | [ \
) 68000 68400 68800 69200 69600
P o — P o — —
\ | [ \ \ LA ] | ] ¥ I | A ]
) 68000 68400 68800 69200 69600
— I R ol
\ \‘/M\ i \ \ /\ \ L[ [ L. I [ \
68000 68400 68800 69200 69600

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 35/66

10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

101

r [ — il !
\ [ | [ | [, \ [ | | | | [ \
) 70000 70400 70800 71200
W/\/\ ﬂ H\_\ ﬂ‘
L J J a | | [, \ [ | | | [ \
) 70000 70400 70800 71200 71600
— 15— [ - e
|| l i | .| |, | \ | | | |, | L | \
) 70000 70400 70800 71200 71600
b e I Lo L =
[ J a | | [, \ [ | | | [ \
) 70000 70400 70800 71200 71600
b [ Pod e [ — — [
|| l i | .| |, | \ | | | |, | L | \
70000 70400 70800 71200 71600
H— rr — ¢
[ | ‘\ | [, \ [ | | | | [ \
70000 70400 70800 71200 71600

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 36/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.0
1.0

0.5

0.0

0.5

0.0

05—

101

72000 72400 72800 73200 73600
\ || | ‘\ \ \ || L1 | . | \ \ L1 | \
~ 72000 72400 72800 73200 73600
[ ! Il \—\ — 11l L\
\ [ | L ‘\ \ \ [ | L1 . | \ \ L1 | \
~ 72000 72400 72800 73200 73600
\ || | ‘\ \ \ || L1 | . | \ \ L1 | \
72000 72400 72800 73200 73600
B !—‘\ | ([N [l (I [ I (] (I | [
\ [ | L ‘\ \ \ [ | L1 . | \ \ L1 | \
72000 72400 72800 73200 73600
T’_AH_A ’_‘_‘u_m_x_u ’_1_1’_1 ‘Hw T | | ’_k_l [_LA_LA_LA_LA—"J_A‘ H’J_A—l_l ’_AWJ_I ’_‘_A;
\ || L1 \ \ VAV, SR A A | | \ \ /\ A \
72000 72400 72800 73200 73600

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 37/66

Direct Sequence
A

~

Nucleotide Position

1.0
0.5 -
0 \ \ \ [ | | | | | || \ | | 1 || | |
1.874000 74400 74800 75200 75600 76000
0.5 - 1 Bl S e
0.0 \ \ \ [ | | | | || \ | | 1 || | |
1'54000 74400 74800 75200 75600
05F 1+ n — — - I
0 \ \ \ [ | a | | | \ [ | |,
> 1.87{1000 74400 74800 75200 75600
0.5 | | 1 P s I
0.0 \ \ \ [ | | | | || \ | | 1 I R |
o 1'07{1000 74400 74800 75200 75600 76000
% .
>
oy
)
n
>
S | I [P R R I PR Lo
E< 0.5 =T ‘ ‘
()
S
Q
o
S 0 \ \ \ [ | [ N R || \ [ | || | |
o 1.074000 74400 74800 75200 75600 76000
05 J’_‘—‘ | b ; ’—1 —
0 \ \ \ [ | | | | | | || \ | | 1 [l | |
~ 'g4000 74400 74800 75200 75600 76000



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 38/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

| L [E R ¥ B
\ \ \ |, L [ \ [ L[ [ \ L
) 76400 76800 77200 77600 78000
— — I [ — B q e
\ \ | L [ \ | L[ [ \ L
) 76400 76800 77200 77600 78000
— S h 1 /\V = ‘ I 9
\ \ | L1 \ || L1 | ] \ |
) 76400 76800 77200 77600 78000
P [ I I e — T o
\ \ | L [ \ | L[ [ \ L
) 76400 76800 77200 77600 78000
— — e —L \H o —
\ \ | LAl \ || L L | ] \ |
) 76400 76800 77200 77600 78000
— — |

\ ol 1 L [ \ | L[ [ \ L

76400 76800 77200 77600 78000

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 39/66

Direct Sequence
A

Complementary Sequence
N

10r

0.5

— P 1A Qo

0.0 78400

0.5

0.0
101

0.5

78400

. 0.0

107

0.0
101

o5—— I

79600

ool .|
1.0r

05¢ ol

P o

79200

Nucleotide Position

79600



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 40/66

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

0.0

101

i N e
L \ \ | L | \ \ [ L A \ \ L
~ 80400 80800 81200 81600 82000 82400
— o A o ——4HY ) T — § —
[ \ \ | L | \ \ | L[ [ \ \ L
~ 80400 80800 81200 81600 82000 82400
— — ) 5
| \ \ |, | L [ \ \ || L1 | ] \ \ L
80400 80800 81200 81600 82000 82400
B I N [T o o — T [ —
[ \ \ | L | \ \ | L[ [ \ \ L
80400 80800 81200 81600 82000 82400
| | el S Ll by b D — —
| \ \ |, | L [ \ \ || L1 | ] \ \ L
80400 80800 81200 81600 82000 82400
B o = 0
[ \ I AV \ \ C L[ [ \ \ \
80400 80800 81200 81600 82000 82400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 41/66

10r

0.5 Ly I (

0.0

82800 83200 84000 84400

0.5 h b [ [

Direct Sequence
A

0.0

0.5[

> 28 ) 82800 83200 83600 84000 84400

0.0

10+ 82800 83200 83600 84000 84400

0.5 : | E— : R I e e — —

O.OM I I S S 746N Y E AN B N PR IS S AN SN N N ¥

10+ 82800 83200 83600 84000 84400

Complementary Sequence
N

05 I Mo : : (I — —— nn N

82800 83200 83600 84000 84400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 42/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

i T B B b H\ e ‘ L I I T s Ml B B
\ | [ \ | L [ \ \ | . L[ [ \
) 84800 85200 85600 86000 86400
non i e I e e R
\ | [ \ | L [ \ \ | L ‘\/\\ | \
) 84800 85200 85600 86000 86400
. 1L Ll L L ‘\ L ﬂ/\/\[\ ! | H\\‘ \‘\ /\\ L ! | ‘L
\ L \ Aﬁk \ | | \ \ \ \ || L |
) 84800 85200 85600 86000 86400
3 —— i L = o - Co— r
\ | [ \ | L [ \ \ | L | \
) 84800 85200 85600 86000 86400
o o — ‘ I e —L
\ L | \ |, | | ‘ \ \ || Lol [
) 84800 85200 85600 86000 86400
— — "o L I IR —
\ | [ \ | L [ | o0 | | L[ [ \
84800 85200 85600 86000 86400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 43/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

101

i — H 5 ! I = —
\ L I | | [l | \ \ \ | | \
) 86800 87200 87600 88400
| I 1 —h
\ A \ I | /. | || | |l | | || \ | | \
) 86800 87200 87600 88000 88400
;_‘ Ll L V\J/\ w‘ ‘L
\ L | ] || ! 11| | | |, | \ | \
) 86800 87200 87600 88000 88400
[ B IR i -
| A I S || | | | | | || PN \
) 86800 87200 87600 88000 88400
B I ‘ I D L
\ I | ] || l | . | | |, | \ | ] \
86800 87200 87600 88000 88400
Hoooa— ——= h e = ot
\ L I | ol [, | | | | | | || \ | Al
86800 87200 87600 88000 88400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 44/66

Direct Sequence
A

Complementary Sequence
N

~

1.0

0.5 Lo ! I Ee R b

0.0 \ | /| | | \ | || L | \ | | L \

1'088800 89200 89600 90000 90400

05 o L A Ll

0.0 \ || | | \ \ || L | \ \ | | \ i | L

1'038800 89200 89600 90000 90400 90800

05— ! S H— P! 1 e il

00 \ [, | | [ \ \ |, )] \ | \ \ || L[ |
> 1'038800 89200 89600 90000 90400 90800

0.5 o I e el oy

0.0 \ || | | \ \ || L | \ \ | | L \ /\ |

1'038800 89200 89600 90000 90400 90800

05n LUy I — . Lo b —r —r

0.0 \ [, | | [ \ \ |, | L [ \ \ A\ ./l L[ |

1'038800 89200 89600 90000 90400 90800

05} I - I e o ! [ = e

0.0 \ || | \ \ || L | | | | | L | |
-~ 7788800 89200 89600 90000 90400 90800

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 45/66

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

!
|

1

e B
‘ ‘/\ ‘\ ‘ \‘ \‘ ‘ ‘ ‘\ ‘
) 91200 91600 92000 92400 92800
- [ L, | NET v
\ \ \ L | | \ \ [ l | L | \
) 91200 91600 92000 92400
B 5 T M ey — ! ] -
\ | A | | | \ \ [ | . | | |, | \ \
) 91200 91600 92000 92400 92800
i I i e —
\ \ \ L | | \ \ [ J |- | | \ \
) 91200 91600 92000 92400 92800
\ \ \ | | | \ [, VI N | . | | \‘/\ \ \ \
) 91200 91600 92000 92400 92800
[T —l [ Lo L —
\ \ \ L /\4 | | \ \ [ | [ | | | \ \
91200 91600 92000 92400 92800

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 46/66

10

0.5

0.0
1.0

0.5

Direct Sequence
A

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

L

101

) 94400 94800
r q —b hy | b 4 9
| [ \ \ | L i \ \ | L
93600 94000 94400 94800
= I T
\ | | L L | \ \ |, | L | \ \ || L
) 93200 93600 94000 94400 94800
— I Ly L L
\ | |, | [ \ \ | L /\ i \ \ | L
) 93200 93600 94000 94400 94800
[ L L I \ |, | L | \ \ || L
93200 93600 94000 94400 94800
i Uy — — ! L
\ | | |, | [ \ A\ \ L i \ [\/ \ L[
93200 93600 94000 94400 94800

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 47/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

0.0

101

~ 95200 95600 96000 96400 96800 97200

B 4 . L =

\ [ \ \ L | [ \ \ | J [ | L. \

~ 95200 95600 96000 96400 96800 97200

I e T e I |

\ | ] \ \ I [ \ \ || l | | L, |

~ 95200 95600 96000 96400 96800 97200

B — | I TR B . [t B e—

\ [ \ \ L | [ \ \ | M\‘\ [ | A 1 \

~ 95200 95600 96000 96400 96800 97200

b—— - \‘ D S [ [ —

\ | ] \ /\ | AN \ || l | | | |
95200 95600 96000 96400 96800 97200

——t— I S ! e e

\ [ \ \ L I I \ \ [ | [ | L, \
95200 95600 96000 96400 96800 97200

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 48/66

10

0.0

0.5

Direct Sequence
A

0.0
1.0

0.5

. 0.0

1.0

0.0
1.0

0.5

0.0
1.0

Complementary Sequence
N

0.5

05—

h

10y

Nucleotide Position

97600 98000 98400 98800 99200

: g I 5 —
i | | | L | \ \ [ L | \ [ L

) 97600 98000 98400 98800 99200
L T I R !
i | | || | [ \ \ |, | | [ \ .| L

B 97600 98000 98400 98800 99200

o5— ‘ L — 1 I I |

i | |, | L | \ \ [ L | \ \ A/J\\ L

) 97600 98000 98400 98800 99200

L L i Ll Lot T ,

i | | || | \ \ | [\~ | [ R L

~ 97600 98000 98400 98800 99200
| . b I r
a | | | | A [ l, [ \ [ L

97600 98000 98400 98800 99200



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 49/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

B A1

0.5

) 99600 100000 100400 100800 10120
N e R e a - ‘ }\ - ! 1
[ | \ \ 0 | [ \ \ | J | L
) 99600 100000 100400 100800 10120
A‘ 5 1 ! ! !
\ | | \ \ N N \ \ || l | . | | L
) 99600 100000 100400 100800 10120
B M b LT ——
Ll A \ \ L | [ \ \ [ J Y L
) 99600 100000 100400 100800 10120
B [ | — ! - i = I
/\\ A | | \ \ ¥ \RV\J\ a \ \ || l | . | | L
) 99600 100000 100400 100800 10120
B L ! b, ! ! ! ! I S L |
[ [ A L I [ \ \ [ | LA | L
99600 100000 100400 100800 10120

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 50/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5
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101

I — — [
\ \ [ | |, L [ \ \ | L | \ \ \
101600 102000 102400 102800 103200

b i noabs
\ \ | l |l L [ \ | L [ \ \ \

) 101600 102000 102400 10280 103200

B = ol | M 1 =
\ \ \ | || | | \ \ |, | L1 \ \ \/

) 101600 102000 102400 102800 103200

o IRy
\ A NN | . | L [ \ /\ | L [ \ \ \

) 101600 102000 102400 10280 103200

r [ Yt W Loy
\ \ | | | || | | | |, | L1 \ \ \
101600 102000 102400 102800 103200

SR E—— | U Lo — e . b
\ [ | LA 1 \ \ | /\\‘ [ \ \ \
101600 102000 102400 102800 103200

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 51/66

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0

" Bl — A L 9 [ —

\ L1 | | \ \ L | | | \ \ [, | | [ |
103600 104000 104400 104800 105200 105600
‘\ ! \hﬂ‘ \A\ ‘\ ;_H | \—H o

\ L1 | | \ \ | | | \ \ || | | | |
103600 104000 104400 104800 105200 105600

\H | il /\/\/

\ L1 | ] \ \ L\l | | ] \ \ || l | . |
103600 104000 104400 104800 105200 105600
- o L — e r = — b

\ L1 | | \ \ | | \ N/\\ \ 1 | | | |
103600 104000 104400 104800 105200 105600

—i— —r
/\ L 1Al | ] \ \ | | | ] \ [ O | . |
103600 104000 104400 104800 105200 105600
B o Lo o Lo

\ L1 | | \ \ L | | | \ \ [, | | | | |
103600 104000 104400 104800 105200 105600

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 52/66

Complementary Sequence
N

Direct Sequence
A

~

Nucleotide Position

1.0
0.5 1 ! ! Ik |
0.0 \ || \ | | | | |, | | \ \ || L | \
1.0 B 106000 106400 106800 107200 107600
0.5 L b 4 L
0.0 \ || \ | | | | )| | | \ \ | | \
1'0 ) 106000 106400 106800 10720 107600
05 g P noah = 5
00 \ | \ [ | | [, | | [ \ \ || L | \
> 1.0 B 106000 106400 106800 107200 107600
05 ¢ — L : : = — b
0.0 \ || \ | | | | /\ \ | | \ \ || L | |
1'0 ) 106000 106400 106800 10720 107600
0.5y —— — —— 7 7 e P — i
0.0 | | \ \ A | | [, | | [ \ \ || L | \
1.0 ~ 106000 106400 106800 107200 107600
05 =t = A — — —
0.0 \ || \ | | | | || | \ ‘J\ \ \ || L | | .
~ 106000 106400 106800 107200 107600



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 53/66
4

1.0
0.5[ 1 = 1 !
0.0 || L \ | | | \ \ L I | | \ \ [, | | \
1.0 B 108000 108400 108800 109200 109600
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o
c
(O]
>
O
$< 05k 1 45 — — i e
©
o
5
0.0 \ | | L \ | | | \ \ | I | | \ \ | Ul | \
1'0 ) 108000 108400 108800 109200 109600
05 ="M ﬂ\/ : o V P no
00 \ || L[ [ \ Ll I [ \ \ [ | \
> 1.0 B 108000 108400 108800 109200 109600
05 i H“”‘r\\) wi L =
0.0 \ | | L \ | \ \ | | I | | \ \ || | \
o 1'0 ) 108000 108400 108800 109200 109600
% .
>
O
)
0
>
© | : Ll | | \‘ Ll : | | : Ll
g< 05 N
()
S
Q
o
% 0.0 \ || L[ [ \ ) I [ \ \ [ | \
o 1.0 ~ 108000 108400 108800 109200 109600
0.5 E— : A\/A SR 1 I . /\ H
0.0 \ || [ | | \ \ L I | | \ \ Lot | \
~ 108000 108400 108800 109200 109600

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 54/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

0.0

101

L = 5 5 u E h " —

| | || \ | 1] | | || | | \ \ || L \

~ 110000 110400 110800 111200 111600
- ;_‘M HH L ‘\\ ‘\

\ | | [ \ I B N || | | \ \ || L \
~ 110000 110400 110800 111200 11160

- [T \‘ ‘\ \‘ ul L L1 v

\ | | |, | \ | | | |, | L | \ \ \ | \
~ 110000 110400 110800 111200 111600
T

\ | | || \ L L A || | /\/\ MA \ || L \
~ 110000 110400 110800 111200 111600

o —— — I L— g

\ | | |, | \ \ \ | | |, | L | \ | 1./ | | \
110000 110400 110800 111200 111600

— —— A : R ‘ ¥ —

Nl | | || \ | | | | || | | | A A‘/M \ L \
110000 110400 110800 111200 111600

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 55/66

Direct Sequence
A

~

Nucleotide Position

1.0
0.5 S /\/\ ol i I e = he o —y
OO‘ | L L, \ i [ \ \ L /] ‘\ [ \ \ [ ‘
118.2000 112400 112800 113200 113600 114000
05— —/ 1—h 1 I
00\ \ \ [ L, \ J [ \ \ [ | [ \ \ [ ‘
116.2000 112400 112800 113200 113600 114000
0.5 e 1 s ‘
00\ \ \ L L [ \ \ [ I [ \ \ [ ‘
> 116[2000 112400 112800 113200 113600 114000

05— — — o I = ? —
00\ \ \ [ L, \ J [ \ \ [ | [ T N ‘

8 112000 112400 112800 113200 113600 114000

% 1.07

>

O

)
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>

S< 05 S R e

T

S

Q

o

% 00\ \ LY L [ \ \ L I [ \ I ‘

o 11&2000 112400 112800 113200 113600 114000
051 —
OO‘ \ \ [ L, \ i [ \ \ L ‘\ [ \ \ [ ‘

~ 112000 112400 112800 113200 113600 114000



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 56/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

111 4 ! 1
| [ | | \ | | | L [ \ \ N, | L
) 11440 114800 115200 115600 116000
B 4 i bt U 1 -
| [ |/ \ [ .| | L [ \ \ | L

11440 114800 115200 115600 11600

I 1 I I
\ | . | | |, | \ | | | || | | \ \ | J | L
) 11440 114800 115200 115600 116000
Ly ﬂ &
| [ A | \ [ l | L [ \ \ | L
) 11440 114800 115200 115600 11600
P oA o — | —

\ | | | |, | \ | | | || | | \ \ I B
) 11440 114800 115200 115600 116000
| s W L Ly |
| [ | | \ [ //\ \ | L [ \ \ N | L

11440 114800 115200 115600 116000

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 57/66

Direct Sequence
A

Complementary Sequence
N

10

051

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

ﬁﬂﬂvﬂ Lo

I 19 1 L
[ \ \ | L i [ \ \ L1 | | ) JA L
) 116400 116800 117200 117600 118000
n e i !
[ \ \ | L i [ \ \ L | [ \ \ L
) 116400 116800 117200 117600 118000
\ ‘ L L \/\V \A\‘ . ;L
| \ \ || L A | \ \ | | | ] \ \ L
) 116400 116800 117200 117600 118000
Lo i [ — I | e
N \ \ | L i [ \ \ L | | \ \ L
) 116400 116800 117200 117600 118000
B I W [
| \ | WA L AL \ /\/N \ \ | | | ] \ \ L
) 116400 116800 117200 117600 118000
o= — ' I
[ \ \ | L i [ L. L | [ \ \ L
116400 116800 117200 117600 118000

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 58/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0

118400 118800 119200 119600 120000 120400
;! [ [
| | \ \ | [, | [ \ \ L
118800 119200 119600 120000 12040
15 = = 1
\ l [ | | |, | \ [ | | |, | L | \ \ |
118400 118800 119200 119600 120000 120400
bl = NI e e T [ — [
\ J [ | | \ [ A [, | [ \ \ L
118400 118800 119200 119600 120000 12040
eoar R R T = r—
\ l | . | | |, | \ [ | | |, | L | N |
118400 118800 119200 119600 120000 120400
B I I e e I o I Iy
\ | [ | | \ | L | | [, | [ \ \ L
118400 118800 119200 119600 120000 120400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 59/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

m \ MM/\

) 120800 121200 121600 122000 122400
u 1 — ‘ 1
\ L | \ \ | L[ [ \ \ L] | [ \
) 120800 121200 121600 122000 122400
B [ 1 — — 1 —
\ | [ \ \ || L1 | ] \ \ L1 | | \
) 120800 121200 121600 122000 122400
B o I o
\ L | \ \ | L[ [ \ \ L | [ \
) 120800 121200 121600 122000 122400
— 7 I [ I o I —
\ | [ \ \ || L1 | ] \ \ L1 | | \
) 120800 121200 121600 122000 122400
I e T T L Loy e U RN
\ L | \ \ | L[ [ \ \ A \ I [ \
120800 121200 121600 122000 122400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 60/66
4

1.0
0.5 ‘ ‘ ' I I o B s B B I
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0.5 - T P . Wl ey by (Al T R T
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oy
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n
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e

Q

o
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Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 61/66

Complementary Sequence
N

Direct Sequence
A

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

0.0
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r = P! 1
\ | L [ \ \ | L [ \ \ L I \
124800 125200 125600 126000 126400
| \/\/\/ Ll
\ L, ]l L L1 \ \ | L[ [ \ \ L | \
12480 125200 125600 126000 126400
I Bl o
\ . | | \ \ || | | | \ \ |
124800 125200 125600 126000 126400
H o F—
\ | L | \ \ | A [ \ \ L | \
12480 125200 125600 126000 126400
— I [ e R [ o E—
AN | | \ \ || | | | \ \ I \
124800 125200 125600 126000 126400
| [ R v I s, | [ — [ (L
\ | L [ \ \ | L [ \ \ L I \
124800 125200 125600 126000 126400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 62/66

Direct Sequence
A

~

1.0
05 H — — I
0 \ \ [ | | | | | || \ | | | | || | |
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05— 1 — 5 —
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05 |yt ey U T o b — =
0 \ \ \ [ | | L | | |V | \ [ | | || | |
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Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 63/66

Direct Sequence
A

Complementary Sequence
N

10
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0.0
1.0

0.5p
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1.0

0.5

. 0.0

1.0

0.5

0.0
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0.0
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1 [ e E— Pt

\ \ |, | L1 \ \ || L1 | ] \ |

) 129200 129600 130000 130400 130800

\ \ | L [ \ \ | L[ [ \ L
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n I oo [ — I I I I " I r
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) 129200 129600 130000 130400 130800
[ | b L T I . A
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Nucleotide Position



10

0.5

0.0
1.0

0.5

Direct Sequence
A

0.0
1.0
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. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

Complementary Sequence
N

0.5

lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 64/66
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) e 1
a | | \ \
132000 132400
a | | \ \
132000 132400
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132000 132400
— ! =
a | | SN
132000 132400
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132000 132400
I N
a | | \ \
132000 132400

Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 65/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0
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0.0
1.0

0.5

. 0.0

1.0

0.0
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0.5
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Nucleotide Position



lonia phage RedWattleHog complete sequence, 135372 bp, circularly permuted, Cluster DX, Order 4, Window 96, Step 12, 66/66

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
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0.5

0.0
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A .| \ L1 | I [ . | [ \ I [ | L
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A | | \ L1 | | .| | . | | \ | | | | L
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A .| \ L1 | I [ . | [ \ I [ | L
) 135600 136000 136400 136800 137200
.
A || \ L1 | | .| | | | \ [ | | L
135600 136000 136400 136800 137200

Nucleotide Position



