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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 2/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 3/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 4/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 5/35

Direct Sequence
A

Complementary Sequence
N

~

1.0
0.5 -
L i | | \ \ L I | | \ [, |
7200 7600 8000 8400
- — L !
0 \ A L i | | \ \ | I | | \ ||
1%400 6800 7200 760 8000 8400
0.5 = — I o
0 \ || L i [ \ \ [ I [ \ [
> 1%400 6800 7200 7600 8000 8400
0.5 il I [
0 \ A L i | | \ \ | I | | \ ||
1%4}00 6800 7200 760 8000 8400
0.5r : L1 ‘H L1 | ‘H : L iy \’_u
0.0 \ | /] L i I E NNR /A N P I [ \ al |
1'8400 6800 7200 7600 8000 8400
0.5p \
0 \ | A L \ | | \ \ L | I | | \ [, |
~ '%400 6800 7200 7600 8000 8400

Nucleotide Position



Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 6/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 7/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 8/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 9/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 10/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 11/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 12/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 13/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 14/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 15/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 16/35

10r

05— — 5 [l — 1" I E—

0.0 30000

05— S

Direct Sequence
A

0.0

(o

0.5

> 28 ) 30000 30400 30800 31200 31600

0.54‘_1‘\ . L \‘\ - Il [ \H\A ] ’J_A’J’J_L I \‘\\“ —

0.0

10+ 30000 30400 30800 31200 31600

ool AW v

10 30000 30400 30800 31200 31600

Complementary Sequence
N
o
ol

o5 — Lo I I o0 RN I e e e I

|

30000 30400 30800 31200 31600

Nucleotide Position




Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 17/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 18/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 19/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 20/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 21/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 22/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 23/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 24/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 25/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 26/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 27/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 28/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 29/35

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0

0.5

0.0

101

mi— ! — B — g i
\ | L, \ | | | | [ \ \ \ \ L \
~ 57200 57600 58000 58400 58800
B — e ! [ ]
\ | L. \ | | \ L \
57200 57600 58000
e g
\ | | L, \ | \ L A \ \ A | \
~ 57200 57600 58000 58400 58800
L L, - i L O Y Y Y ¢ e ¢
\ \ M L. \ | | |, L \ | L \
~ 57200 57600 58000 58400 58800
Lo S —
\ M\ L, \ | | |, | AN I | I VN | \
57200 57600 58000 58400 58800
1 . L [ [ —
\ | L, \ | | | | [ \ \ VAR
57200 57600 58000 58400 58800

Nucleotide Position



Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 30/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 31/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 32/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 33/35
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Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 34/35

Direct Sequence
A

Complementary Sequence
N

10

0.5

0.0
1.0

0.5

0.0
1.0

0.5

. 0.0

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

L — [ [ — [ Ly | I [
\ L | \ \ || L1 | Jm/\ \ | I | | \
) 68000 68400 68800 69200 69600
IR R B I —
\ L | L | | | L1 | | \ \ L1 | | \
) 68000 68400 68800 69200 69600
| | L L1 ‘hﬁu‘ Ll 11 L L L 1 Lu h\‘ | | [a— L AM\ L \“ L_A_LA_‘
\ | [ \ \ || L1 | ] L1 | JJLL | | \
) 68000 68400 68800 69200 69600
I AN Ll [
V
\ L | \ \ | | L \ | | \
) 68000 68400 68800
B I "
\ | [ \ \ || L1 | ] \
) 68000 68400 68800 69200 69600
o = o o — o —
\ L | \ \ || L1 . \ \ | I | | \
68000 68400 68800 69200 69600

Nucleotide Position



Mycobacterium phage Zemanar Final Sequence, 71092 bp, Circularly Permuted, Cluster B4, Order 4, Window 96, Step 12, 35/35
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