
Pre-QC Phage Genome Annotation Checklist 

Phage Name: 
Your Name: 
Your Institution: 
Your email: 

Additional emails: 
 (For correspondence) 

Please check each box indicating completion of each task  a  e ec   ca e

1. Does the genome sequence in your final contain the same number of bases and is it the
same as the posted sequence on phagesdb.org?

2. Are all the genes “valid” when you click the “validate” button? ec  
3. Have the genes been renumbered such that they go sequentially from 1 to the highest

number? ec  
4. Have all old BLAST hits been cleared, and all gene features reBLASTed? ec  
5. Are the locus tags the phage name? ec  
6. Has the Documentation been recreated to match the information in the feature table?ec  
7. Have tRNA ends been adjusted with web-based Aragorn and/or tRNAscan SE? ec

8. For the items below, generate a genome profile, and review the following. ec  

For the YourPhageName_CompleteNotes.dnam5 file:
a. ave any duplicate genes (or any with the same stop coordinate?) been removed
b. Does every gene have one and only one complete set of Notes (see fig 12.2 in the

Annotation Guide)?
c. Do the functions in the Notes match the official function list?
d. Is the function field EMPTY for all features?
e. Do the notes contain the initial Glimmer/GeneMark data from the autoannotation?

For the YourPhageName .dnam5 file:

a. Have any duplicate genes (or any with the same stop coordinate?) been removed?
b. Is the Notes field empty for all the features with no known function?
c. Do the function na es in the Notes match the official function list  when a icab e?
d. Is the function field EMPTY for all features?

9. escribe an  iss es or s ecific genes that o  were nable to satisfactoril  resolve, and
warrant f rther ins ection in the alit  ontrol review.

Genome Annotation Submission Cover Sheet


	Phage Name: AlleyCat
	Institution: Western Kentucky University
	Other emails: bobby.gaffney@wku.edu
	email: claire.rinehart@wku.edu
	1: Yes
	2: Yes
	3: Yes
	4: Yes
	6: Yes
	5: Yes
	9: Yes
	10: 
	11: Yes
	12: Yes
	13: Yes
	14: Yes
	15: 
	16: Yes
	Describe: I am confident in the gene calls.
Below is a list of links for including /Region notes or potentials for new /Region notes.

CDS 1349 - 2776
    /note=Include Region notes from Larva_6, YP_009016369, (100% identity).

CDS 2788 - 4326
    /note=Include Region notes like Kratio_6, YP_009212752, (99% identity).

CDS 4343 - 7024
    /note=Include Region notes like Kratio_7, YP_009212753, (99% identity).

CDS 7355 - 7921
    /note=Include Region notes from Larva_10, YP_009016373, (100% identity).

CDS 7993 - 8925
    /note=Include Region notes from Larva_11, YP_009016374, (100% identity).

CDS 12112 - 16224
    /note=Include Region notes like Larva_19, YP_009016382, (99.6% identity).

CDS 21193 - 23697
    /note=Include Region and Site notes like Larva_26, YP_009016389, (99.9% identity).

CDS 25527 - 27161
    /note=Include Region notes like Larva_30, YP_009016393, (99.3% identity).

CDS 28365 - 28694
    /note=Include Region note from Larva_33, YP_009016396, (100% identity).

CDS 31272 - 32717
    /note=Include Region notes from Larva_39, YP_009016402, (100% identity).

CDS 34517 - 34864
    /note=Include Region notes from Larva_43, YP_009016406, (100% identity). 

CDS 36277 - 36879
    /note=Include Region notes like Larva_47, YP_009016410, (97% identity).

CDS 37151 - 37489
    /note=Consider adding the DUF1523  region to the notes, 100% HHPred probability.

CDS 37492 - 37716
    /note=HHPred has a number of high probability hits to zinc finger type domains.  Perhaps a region note is in order.

CDS 41081 - 41329
    /note=Include Region and Site notes like Larva_61, YP_009016424, (98.8% identity).

CDS 42225 - 44393
    /note=Include Region and Site notes from Larva_64, YP_009016427, (99.9% identity).

CDS 44390 - 46105
    /note=Include Region and Site notes from Larva_65, YP_009016428, (100% identity).

CDS 47878 - 48732
    /note=Include Region note from Larva_70, YP_009016433, (100% identity).

CDS 48977 - 49312
    /note=Include Region note from Larva_72, YP_009016435, (100% identity).

CDS 51036 - 52241
    /note=Include Region notes from Larva_77, YP_009016440, (100% identity).

CDS 56337 - 56615
    /note=Consider including DUF497 as a Region because of 100% probability HHPred match to pfam04365.

CDS 58281 - 59156
    /note=May include Region notes like OkiRoe_90, YP_009043691, (80.7% identity).

CDS 61513 - 61695
    /note=Include Region notes from Kratio_99, YP_009212845, (100% identity).

CDS 61692 - 61997
    /note=Include Region notes from Larva_98, YP_009016461, (100% identity). 
	Your Name: Claire Rinehart
	7: Yes
	8: Yes


