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Your Name: 
Your Institution: 
Your email: 

Additional emails: 
 (For correspondence) 

Please check each box indicating completion of each task� If you are not sure how to do something,
please see the Online Bioinformatics manual page "How to Pass Preliminary Review".  

1. Does the genome sequence in your final contain the same number of bases and is it the
same as the posted sequence on phagesdb.org?

2. Are all the genes “valid” when you click the “validate” button?
3. Have the genes been renumbered such that they go sequentially from 1 to the highest

number?
4. Have all old BLAST hits been cleared, and all gene features reBLASTed?
5. Are the locus tags the�6($B 3+$*(1$0(�?
6. +as the 'ocXPentatLon been recreated to match the information in the feature table?
7. +aYe t51$ ends been adMXsted ZLth Zeb�based $UaJoUn and�oU t51$scan 6("
8. +as the IUaPeshLIt Ln the taLO assePbO\ chaSeUone been annotated �ZheUe aSSOLcabOe"�

9. )RU WKe LWePs beORZ� Jenerate a genome profile� and UeYLeZ WKe IROORZLnJ.  For the

YourPhageName_CompleteNotes.dnam5 file:

a. +aYe any duplicate genes (or any with the same stop coordinate?) been UePRYed"
b. Does every gene have one and only one complete set of Notes
c. Do the functions in the Notes match the official function list?
d. $Ue aOO thUee OLnes oI IXnctLonaO eYLdence descULbed IoU (9(5< Jene"
e. Do the notes contain the initial Glimmer/GeneMark data from the autoannotation?

For the YourPhageName .dnam5 file:
a. +aYe any duplicate genes (or any with the same stop coordinate?) been UePRYed"
b. Is the Notes field empty �LncOXdLnJ hLdden PaUNs?)
c. Do the function naPes in the Product field either match the official function list or 

say "Hypothetical Protein""
d. Is the Function field empty (including hidden marks?) 
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10. 'Ld \oX Xse 3(&$$1 to annotate \oXU ShaJe"
,I� so SOease descULbe hoZ Ln the te[t ILeOd  aIteU TXestLon 11.

11. 'escULbe an\ LssXes RU sSecLILc Jenes WKaW \RX ZeUe XnabOe WR saWLsIacWRULO\ UesROYe�
and ZaUUanW IXUWKeU LnsSecWLRn Ln WKe 4XaOLW\ &RnWURO UeYLeZ.

https://seaphagesbioinformatics.helpdocsonline.com/untitled-16

	Phage Name: Phoebus
	Institution: University of Nebraska-Lincoln
	Other emails: 
	email: cchia1@unl.edu
	1: Yes
	2: Yes
	3: Yes
	4: Yes
	6: Yes
	5: Yes
	9: Yes
	10: Yes
	11: Yes
	12: Yes
	13: Yes
	14: Yes
	15: Yes
	16: Yes
	Describe: Student F Cassidy used PECAAN and I reviewed, edited and corrected as needed. 
Please see additional notes provided that describe issues for further QC review. Thank you.

There are numbering differences between the Phamerated version and DNA Master that are described below, along with issues with some of the genes. 
 DNA Master SEA_Phoebus_129 corresponds to Phamerator Phoebus_Draft gene 130. DNA Master SEA_Phoebus_129 (68989-69414) 68989 Start 3 Starterator support (found in 34 of 34 genes in Pham 5619) Neither Glimmer nor Genemark called the start Phamerator Phoebus_Draft gene 130 (69124-69414); Glimmer & GeneMark start 69124 
 DNA Master SEA_Phoebus_130 is an Orpham (Phamerator Phoebus_Draft gene 129) 
 DNA Master SEA_Phoebus_133 has Blast hits but is not called by Phamerator (69791-70099) 
 DNA Master SEA_Phoebus_135 is an Orpham (Phamerator Phoebus_Draft gene 134) 
 DNA Master SEA_Phoebus_136 70535-70867 earlier start 70646 called by Glimmer, Genemark and supported by Starterator Phamerator Phoebus_Draft_gene 135  70646-70867 Function: HNH endonuclease domain protein 
 DNA Master SEA_Phoebus_145 73877-74677 later start called by Glimmer 74003 Phamerator Phoebus_Draft_gene 144 (74003-74677) 
 DNA Master SEA_Phoebus_159 79572-79760 corresponds to Phamerator Phoebus_Draft_gene 158 
 DNA Master SEA_Phoebus_160 79920-81191 later start called by Glimmer 80022 Phamerator Phoebus_Draft_gene 160 (80022-81191) 
 DNA Master SEA_Phoebus_161 80057-79944 reverse corresponds to Phamerator Phoebus_Draft_gene 159 
 DNA Master SEA_Phoebus_171 Function: NKF Pham 24946 has only 4 members (all J cluster) but Blast shows portions of predicted protein that align well with RNA ligase (Blast alignments with Halley_158, EricMillard_151 smaller counterparts are in Pham 481 which is RNA ligase); HHPred support for endonuclease synteny provides modest support for SEA_Phoebus_171 being counterparts of Halley_158 and EricMillard_151. 
 DNA Master SEA_Phoebus_173 87716-88327 later start called by Glimmer 87791 Phamerator Phoebus_Draft_gene 172 (87791-88327) 
 
Phoebus_Notes on Genes C. Chia Nov-12-2018 
 DNA Master SEA_Phoebus_181 Function: NKF Blast entries have metallophosphatase (not a listed function) and metallophosphoesterase (listed function) 
 DNA Master SEA_Phoebus_187 93845-94015 later start called by Glimmer 93899 Phamerator Phoebus_Draft_gene 176 (93899-94015) 
 DNA Master SEA_Phoebus_231 108169-108522 (reverse) earlier start called by Glimmer 108306 Phamerator Phoebus_Draft_gene 230  (108169-108306) 
 
 
A number of genes did not have Blast hits. These are listed below: DNA Master SEA_Phoebus_9 DNA Master SEA_Phoebus_61 DNA Master SEA_Phoebus_111 DNA Master SEA_Phoebus_121 DNA Master SEA_Phoebus_132 DNA Master SEA_Phoebus_134 DNA Master SEA_Phoebus_135 DNA Master SEA_Phoebus_161 

























	Your Name: Catherine Chia
	8: Yes
	7: Yes
	17: Yes
	18: Yes


