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I’m confident in all of the calls here, and would like to review it and submit to GenBank myself.
G cluster genomes are very similar, and our calls do not differ from Angel, for example.  We did break with Angel for a few genes in order to choose the 4 bp overlaps.
The bulk of the annotation was done in the fall of 2014, before the new instructions for extensive documentation of functions.  We also used the old DNA Master SD scoring system.  On review, we used the new SD system and Starterator.  But I didn’t go in and edit all of the notes to make them perfect (only the hard calls), so the notes are not in the condition I would want them if someone else were doing QC.
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