Bucknell University Sandman Annotation

We feel fairly confident about this annotation.

We did remove all reverse genes predicted by Glimmer, this allowed us to increase the length of the forward genes in that area.  Please check the gene (GP26) that overlaps the endpoints of the genome.

Since we had few matches to know genes in Genbank, we focused on SD strength and length of gene to make our choices.
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[T —

We e e s ety i i sl e
b o s . i ek he oGPt
et e sl .

S e s s ek e o 5 Arngh
it e s e o o

ks ity



