Lehigh has a few regions of Mycobacterium phage Sneeze we would like the further investigation by the annotation QC team. The first region is the translational frameshift gp14 and 15(10555-11453) , we would like to ensure that this has been annotated correctly. The second region is gp17 (15478-16656) there is HHpred data that has strong homology to a tail protein; however there are no functions in Blastp or Blastn or Phamerator. We have not called a function for this gene product based on Phamerator and Blast. The final region is gp33 (28996-29529 Rev) this was not included in the original auto annotation, nor is their coding potential however it does have homology to the phage repressor; if this is not truly a gene product than this phage has no repressor. There is strong coding potential on the reverse strand throughout this genome all of these were investigated and decided to not be true gene calls. We have also called two orphams gp38 (30995-31165) and gp45(34570-34740). The rest of the Mycobacterium phage Sneeze genome Lehigh feels confident about. 

