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Most of the gene calls seem pretty straightforward, though without any BLAST support it was difficult to know when to use the longest ORF vs higher SD, when multiple starts included all coding potential.  We generally went with the longest ORF if there was not too much overlap

In a couple areas where TymAbreu and Tououse were called differently in spite of high sequence similarity, we changed TymAbreu to match Toulouse:

· Eliminated gene 16 and extend the start of gene 17 to fill the gap

· Eliminating gene 22 and inserting a reverse gene in that gap, similar to gene 21 in Toulouse.  There was significant BLAST support for this reverse gene.
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