
Muddy gDNA restriction digestion
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Muddy.fasta
Size site1 site2 Mass % 1 Start

40814 AflII

47858 AflII48229 End

7044 AflII   40814 AflII   47858    15
371 AflII   47858 End   48229     1

40813 Start       1 AflII   40814    85
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Af1II: CTTAAG
BamHI: GGATCC
ClaI: ATCGAT
EcoRI: GAATTC
HaeIII: GGCC
HindIII: AAGCTT
MseI: TTAA

Only MseI digested Muddy gDNA, and MseI is also the only 
one without G or C in the restriction digestion site sequence
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