prophiGD21-3 (MabG)
Cysteine DNA PAPs

Tyrosine Immunity  Anti- HTH Excise RecE RecT
Integrase Repressor repressor deoxygenase hinding reductase
2290 (6) 789 (33) 1736 (4) 741 (9) 1595 (11) 2523 (8) 1642 (4) 2143 (9) 1933 (5)

transiorase BHEOH TR T e 2]
1351 (3) 1483 (13) 1760 (4) 2310 (11)

1400 (8) transferase
H_HFITF * v [
4 5 6 7 8 T 9 T 10 1 T 12 13
LOCUEE Lttt Pt ittt IIII‘IIII ANERANEN IIII|IIII IIII|III m

1314 (3) - 1980 (2)

1435 (4)
1680 (4)

2131 (5)

2078 (3)

1951 (3)
NrdH Replication WhiB HNH Terminase Portal Protease
Initiator
RuvC DnaJ small /\ _
subunit large subunit
2122(7) 1547 (7) 2612 (28) 2108(4) 887 (22) 2451 (4) 2130 (4) 1779 (4) 1699 (4) 1311 (18)

2317 (4) 2184 (4)

- . 1544 (11) . 2469 (4) .
| I [ 11 [l ]

|III IIIIIIIII||IIIIIIIII|I|||IIIII II|II

1321 (18) _ 1990 (17)

1508 (6)
1512 (4)
2142 (4)
1577 (4)
1632 (17)
21 07 (8)

S
3
8

———Minor Tail Proteins———

Major  Head-to-Tail Major Tail Assembly Tape Measure
. i Chaperone
MlnqrcapSId r/\topper Tail Tail
Capsid Adaptor  Terminator
2300 (4) 999 (28)

5 (4)

1323 (18)
1816 (4)

20665 (4)

1681 (4) 2361 (4 2398 (4 1383 (7) 1837 (4) 2318 (4)
|IIIIIIIIIIIIII IIIIIII IIIIIIII|IIIIIIIIIIIIIIII|IIIIIIII|I|I|IIII|IIIIIIII|IIIIIIII|II|I|I|I|IIIIIIII|IIII

= Minor Tail Proteins = Lysin A Lysin B Immunity WXG
Holin protein Polymorphic
1737 (4) 1643 (2) TOXI n

1765 (5) 1753 (8) 1673 (7) 1959 (14) 1391 (4)

1534 (16, | | I _ 1550 (12 . -
(16) (12)

’_’_mo 41 42 |43 | |44 |q_.45 | |46 | H_-M 48 |49 | |5o | |51 | |52 | |
IIIIIIIII|IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIiIIIIIIIIIIIIIII|I|IIIIIIIII
| 7 |

Nt 5 WXG ]

1682 (4) 2492 (22)

893 (15)
1615 (4)
1436 (7)

1780 (4)

Figure S18. Genome organization of prophiGD21-3, Cluster MabG. See Figure S2 for details.



